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Project Overview el
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Project Name Btbd9
Project type Cas9-CKO
Strain background C57BL/6JGpt
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Conditional Knockout strategy RS R
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This model will use CRISPR/Cas9 technology to edit the Btbd9 gene. The schematic diagram is as follows:
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» The Btbd9 gene has 25 transcripts.According to the structure of Btbd9 gene, exon3-exon4 of Btbd9-202 (
» ENSMUST00000168787.7) transcript is recommended as the knockout region.The region contains 629bp coding

sequence.Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Btbd9 gene. The brief process is as follows: sgRNA was
transcribed in vitro, donor vector was constructed.Cas9, sgRNA and Donor were microinjected into the fertilized eggs
of C57BL/6JGpt mice.Fertilized eggs were transplanted to obtain positive FO mice which were confirmed by PCR and
sequencing. A stable F1 generation mouse model was obtained by mating positive FO generation mice with
C57BL/6JGpt mice.

» The flox mice was knocked out after mating with mice expressing Cre recombinase, resulting in the loss of function of

the target gene in specific tissues or cell types.
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» According to the existing MGI data , Mice homozygous for a gene trapped allele show hyperactivity, unidirectional
circling, sleep disturbances, thermal sensory alterations, increased serum iron levels, altered serotonin metabolism,

enhanced long-term potentiation and paired-pulse ratios, and enhanced cued and contextual fear memory.

» The KO region contains functional region of the Gm50252 gene.Knockout the region may affect the function of Gm50252

gene.

» The Btbd9 gene is located on the Chrl7. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

» This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the loxp insertion on gene transcription, RNA splicing and protein translation cannot be predicted at the existing

technology level.

IR EZEAEEYREFREAS GemPharmatech Co., Ltd. 025-5826 5929



Gene information ( NCBI )
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Btbd9 BTB (POZ) domain containing 9 [ Mus musculus (house mouse) ]
Gene |D: 224671, updated on 13-Mar-2020

td
]

~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Btbd9 provided by MG

BTB (POZ) domain containing 9 provided by MGI

MGEMGI: 1916625
Ensembl:ENSMUSGE00000062202
protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Evarchontoglires; Glires; Rodentia; Myomorpha;

Muroidea; Muridae; Murinae; Mus; Mus
Al464421; 45304020L05; 1700023F20Rik

Ubiguitous expression in testis adult (RPKM 5.8), whole brain E14.5 (RPKM 4.8) and 28 other tissues See more

human all
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Transcript information ( Ensembl ) sl

The gene has 25 transcripts, and all transcripts are shown below:

Narme Inmsulp( D bp Protein Biotypse cCcos UniProt Flags

Btbd9.202 ENSMUSTOLO0016878 7058  €12aa | Proten codng CoDaansas |  QECIed TSL1 GENCOOE dase APPRIS F1
Btbd9.201 ENSMUSTO000007T9924 7 2007 01253 || Protem coding CCDSINES0 CaCT0® TSLT GENCODE base APPRIS P
Bthd9-219  ENSMUSTOUODC237048 1 1944 1283 [ Proten coding COS26855® QBECT6a GENCODE Dasg  APPRIS Pt
Bihd9-218 ENSMUS TO00002370 2079 532sa | Protan codng - AlALMEING COS ¥ mcompiete
Bthd9.208 ENSMUSTO000215597 ¢ 1680 19123 || Protan coding - ADAISIBGRT @ GENCODE basic
Bthd9-213  ENSMUSTDOCO0236582 1 1535 {3553 | Proten coding S
Bibd9-221 ENSMUSIOCO002ITIE4 S 1300 43349 [ Proten codng
Bthd9-214 ENSMUSTOGON2IETSG 1 1272 38533 [ Protem coding

GENCODE basic
COS 5 ang 3' noomoiens
GENCOOE hasie

Btbd9.215  ENSMUSTO0D0236125 1 | 581 1523 || Protan coding iPE & COS ¥ ecomuiele
BthdS-224 ENSMUSTOIOD02377I 429 2aa | Proten codng 005 COS §' ncompase
Bibd9.22% ENSMUSTOM0002]1 1T 4355 No protein || Processad transeript
Btbd9.203 ENSMUSTOOOOCZISIE? 1 3480 No proten | | Processad transcnpt
Bthd9.207 ENSMUSTOCO002I5555 1 3104 | No prosen || Processed transcript

Bhd9-211  ENSMUSTOG0002I6233.1 1307 No protein | Processed tranacnipt
Bthd9-217 ENSMUISTODOD0237013 1 1287 | No proten | | Processad vansenpe
Bthd9.220 ENSMUSTONON2I7078 1 1207 | No prosein || Processad transcnpt

Brhd9-205  ENSMUSTDOODC235 34, 1071 ' No protain || Processed transcnpt
Btbd9-206 | ENSMUS TOOGI02 35401 923 | No proten || Processed transenpt
Bthd9.209 EMNSMUSTOO02IE43 1 853 No proten | Processad transonpt
Btbd3.212 ENSMUSTON0D02I6430 1 648  No proten || Processed transcnpt
Btbd9-210 ENSMUSTODODC2IG153.1 554 | No peoten || Processed anscnpt

Bibd9.223 ENSMUSTOUONRITR5 1 357 | No proten | | Processed transenpt
Bthd9.222 | ENSMUSTOOO00237835 245  No protein | | Processad ransenpt
Bthd9-204 ENSMUSTOOOD0235299 1 | 2266 | No proten | | Retanad mitran
Bthd9.216 € No proten | Retaned mtron

The strategy IS based on the design of Bthd9-202 transcript, The transcription is shown below

< Bthd9-202
protein coding

—a Reverse strand 360.96 kb |
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Genomic location distribution
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Protein domain
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Mouse phenotype description(MGI ) a2l

Phenotype Overview
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Click cells to view annotations.

Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http://www.informatics.jax.org/) .

According to the existing MGI data,Mice homozygous for a gene trapped allele show hyperactivity, unidirectional
circling, sleep disturbances, thermal sensory alterations, increased serum iron levels, altered serotonin metabolism,

enhanced long-term potentiation and paired-pulse ratios, and enhanced cued and contextual fear memory.

BEYRFBRA S GemPharmatech Co., Ltd. 025-5826 5929



If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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