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Project Name Ntrk3
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy Al
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This model will use CRISPR/Cas9 technology to edit the Ntrk3 gene. The schematic diagram is as follows:
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Technical routes £ ZRE5

» The Ntrk3 gene has 20 transcripts.According to the structure of Ntrk3 gene, exon2-exon5 of Ntrk3-201 (
» ENSMUST00000039431.13) transcript is recommended as the knockout region.The region contains 374bp coding

sequence.Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Ntrk3 gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs

were transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation

mouse model was obtained by mating positive FO generation mice with C57BL/6JGpt mice.
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Notice o 7
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» According to the existing MGI data , Homozygotes for targeted mutations show a range of phenotypes including postnatal
death at 2-21 days, cardiac defects, reduced numbers of dorsal root ganglia neurons and germ cells, abnormal motor
coordination and posture and abnormal sensory innervation.

» The Ntrk3 gene is located on the Chr7. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,

RNA splicing and protein translation cannot be predicted at the existing technology level.
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Gene information ( NCBI )
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Ntrk3 neurotrophic tyrosine kinase, receptor, type 3 [ Mus musculus (house mouse) ]
Gene |D: 18213, updated on 4-Jun-2015

~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type

RefSeq status
COrganism
Lineage

Also known as
Expression
Orthologs

»
. ]

Mtrk3 provided by MGI

neurctrophic tyrosine kinase, receptor, type 3 provided by MGl

MGIEMGI 97385

Ensembl-ENSMUSG00000059146

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Muroidea; Muridae; Murinae; Mus: Mus

TrkC; AVW125844; MNtrk3_tv3

Broad expression in cerebellum adult (RPKM 7.6), CNS E18 (RPKM 6.3) and 16 other tissues See more
human all
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Transcript information ( Ensembl ) @I apet Bl

The gene has 20 transcripts, and all transcripts are shown below:

Name Tranacript 1D bp  Protein  Biotype CCos UniProt Flags

Merk1-201 ENSIAISTO0000039431,43 19703 §25aa | Protein coding ST dEVHE @ TSL1 GENCODE pasic AFPRISF2
Nkl 202 o ST i /T afdy I Protein coding LOS21372# QEVHS 1@ TELU1  GENCOODE a8k

Nkl 206 2 sidne I Protein coding i TELY CENCODE dasic APPRIS ALTZ
Nurk3-205  ENSMUSTO000015300; 2678 19as | Protein coding AVADASYWYGW  TELS OENCODE tatic APPRIS ALT2
Murk3-214. ENSMUSTOD000206268,) | 426 352z | Protein coding OADUIRE G & COSFincompesde TSLS
Murk3-212  ENSAMUSTO0000206 423 2an  IProtein coding AQADUIRPF S COB ¥incompiets TSL3
Wirk3.208  EHSMUSTON000Z0SI5L 1 | 4386 faz  Dhonsense mediated decay - ANANIRNSZ COS ¥ incompists  TEL1
Nerk3 211 USAL HIU( 81 395 | Nonsense mediated decay - AN RS9 COS ¥ incomplehe TELE
Ntrk3-216  CHSRILSTO00002 ag 1 | 224 1233 'h‘cc:cnsa madiated decay NP4 & COSSincampiats TELS
MNirk3-218  EMSAMUSTOD000Z06345 1 3081 Mo protain | Processed transeript T

Mirkd.208 EUSMUSTON000205411 1 3549 No geotein /| Processed transcrigt - TEL1

Mtrk3-219  EUSMUSTO00002 1 3435 No peotemn | Processed transonpt SL

Nrk3-215  ENSMUSTRON00Z08500.1 1915 Mo proten | Processed transcngt b i |

Murk3203 EMSMUSTOO0O0151555 2 866 Mo peotsin | Processed transcript - 7801

Mrk3297  EHSMUSTO0000206752 1 51t No peotein | Processed transonpt - - TEL3

Nirk3 220 NSM 00002055448 1 435 Mo peotein 'Pm:a:.;annm:r,nct T8L2

Natrk3-210 431  No proten 'Fl:\:o;:cd transcrnpt TBLE

Nirk3-213 ENS 330 Mo protsin | Processed transcript LS

Nurk3. 207 2NS 364 o peotaen | Processad transonge . T5L3

Mtrk) 204 MUSTO00001 2850  No protein | Retaned intron ™SL1

The strategy IS based on the design of Ntrk3-201 transcript, The transcription is shown below
< Ntl'k3-2.|:|l

el Reverse strand 402,45 kb |
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Genomic location distribution FRELR
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! 582.05 kb Forward strand —
78.2Mb 78.3Mb 78.4Mb 78.5Mb 78.6Mb 78.7Mb
Genes : !1-921513108Rik-201 > [clzmgsss-znl >
(Comprehensive set... antisense antisense
0
Gm9B885-202 =
antisense
Cﬂﬂtlgs < . AC121082.13 > < AC108420.8 AC136356.8 >
Genes —t—_ et O O 4 -t 1t Al el
: < Ntrk3-201 < Ntrk3-218
(Comprehensive set... e T processed transcript
00 -t i -t 4 A b e — ]
< Ntrk3-208 < Ntrk3-202 < Ntrk3-219
nonsense medigted decay protein coding processed transcript
ke f —- -t ] kAt
< Ntrk3-206 < Ntrk3-220 < Nirk3
protein coding processed transcript process
b 4 — } -t _ [
= Mtrk3-205 < Ntrk3-217 ) = Ntrk
protein coding processed transcript proces
| —_—_ -t
< GM44607-201 < Ntrk3-203 < Nirk3-204
TEC processed transcript retained intron
(3 — — —_—t ] —
< Ntrk3-211 < Ntrk3-207 < Ntrk3-213 < Ntrk3-212
nonsense mediated decay processed transcript processed transcript protein coding
| — S |
< Ntrk3-216 < Ntrk3-210
nonsense mediated decay processed transcript
_ —
< Ntrk3-214
protein coding
b
< Gm32038-201
sense Intronic
Requlatory Build. | 1 I NN | | | .
78.2Mb 78.3Mb 78.4Mb 78.5Mb 7E.6Mb 78.7Mb o
=gl Reverse strand 582.05 kb |
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Protein domain
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Mouse phenotype description(MGl ) £ ZRE5
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Click cells to view annotations.
Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http://www.informatics.jax.org/) .

According to the existing MGI data,Homozygotes for targeted mutations show a range of phenotypes including
postnatal death at 2-21 days, cardiac defects, reduced numbers of dorsal root ganglia neurons and germ cells,

abnormal motor coordination and posture and abnormal sensory innervation.
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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