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Project Name Wdr26
Project type Cas9-KO
Strain background C57BL/6JGpt
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This model will use CRISPR/Cas9 technology to edit the Wdr26 gene. The schematic diagram is as follows:
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» The Wdr26 gene has 9 transcripts.According to the structure of Wdr26 gene, exon2-exon13 of Wdr26-207 transcript is
recommended as the knockout region.The region contains most of the coding sequence.Knock out the region will result

in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Wdr26 gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs
were transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation

mouse model was obtained by mating positive FO generation mice with C57BL/6JGpt mice.
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» The Wdr26 gene is located on the Chrl. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

» This Strategy is designed based on genetic information in existing databases. Due to the complexity of gene transcription

and translation processes, all risks cannot be predicted under existing information.
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Gene information ( NCBI )
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Wdr26 WD repeat domain 26 [ Mus musculus (house mouse) ]

Gene I0: 226757, updated on 15-Apr-2019

< Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs
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Wdr26 provided by MGI

WD repeat domain 26 provided by MGI

MGIEMGI- 1923825

Ensembl-ENSMUSG00000038733

protein coding

WVALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Muroidea; Muridae; Murinae; Mus: Mus

Gid7; C77982; AABI3241; Al447817; AUD44014; 1600024 A01Rik

Ubiquitous expression in liver E14 (RPEM 34.5), liver E14.5 (RPKM 31.1) and 28 other tissues See more
human all
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Transcript information ( Ensembl ) a apet Bl

The gene has 9 transcripts, and all transcripts are shown below :

Show/hide columns (1 hidden) Fiter |
Name Transcript ID bp  Protein Biotype CCDs UniProt Flags

Wdr26-207 ENSMUST00000162819.8 7045  641aa I Protein coding CCDS15583% | QBCEGEE | TSL.1 GEMNCODE basic APPRIS P1
Wdr26-209 ENSMUST00000237749.1 7068 72923 I Protein coding - - GENCODE basic
Wdr26-208 ENSMUST00000162963 7 6452 625aa D Protein coding - EOCYH4 & CDS 5'incomplete  TSL:S
Wdr26-202 | ENSMUST00000159280.1 | 571 1202z D Protein coding - EEUT4 & CDS 5'incomplete  TSL:S
Wdr26-201 | ENSMUST00000036329.11 | 2640 183aa I Nonsense mediated decay - FBWHAS & CDS 5 incomplete  TSL5
Wdr26-204 | ENSMUSTO0000159673.7 | 751 147aa  IMonsense mediated decay - FTDFQ2 CDS 5incomplete TSLS
Wdr26-205 ENSMUST00000159698.1 615 Mo protein | Processed transcript - - TsL:a
Wdr26-203 ENSMUST00000159625 1 = 811 Mo protein | Retained intron - - TSL3
Wdr26-206 ENSMUST000001615311 431 | Mo protein | Retained intron - - TSL3

The strategy is based on the design of Wdr26-207 transcript, The transcription is shown below
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protein coding

- Reverse strand 38.75 kb |
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Genomic location distribution
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Protein domain (3) ===

ENSMUSPOOOO0124...
MohiDE lite

Low complexity (Seq)
Conserved Domains

Superfamily domains ‘WD40-repeat-containing domain supertamily

SMART domains. CILH, C-terminal LisH motif WOSD repeat | —— ——

Pfam_domain. PFI7EIA WhiOrepeat i — S —

PROSITE profiles CTLH, Cterminal LiEH motif Woibrepest i oo —
M3lag-,- mictif

Geneg3l.

All sequence SNPs{i... Seguence varnants I:I:|I|J5NF' and all other sources) | | ] | L1

Yariant Legend
[ synonymous variant

Scale bar o ) 120 180 240 300 360 420 480 540 641

BEYRFBRA S GemPharmatech Co., Ltd. 025-5826 5929



If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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