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Project Overview el
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Project Name Psd
Project type Cas9-KO
Animal background C57BL/6JGpt

IR EZEAEEYREFREAS GemPharmatech Co., Ltd. 025-5826 5929



Knockout strategy Al

GemPharmatech

This model will use CRISPR/Cas9 technology to edit the Psd gene. The schematic diagram is as follows:
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Technical routes EERXIE R
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« The Psd gene has 14 transcripts, According to the structure of Psd gene, exon7-exonll of Psd-201 transcript is

recommended as the knockout region.The region contains the 538bp coding segence.Knock out the region,result in

destruction of protein.

« This project uses CRISPR/Cas9 technology to modify Psd gene. The brief process is as follows: sgRNA was transcribed in
vitro, Cas9, sgRNA were microinjected into fertilized eggs of C57BL/6JGpt mice and homologous recombination was
carried out to obtain FO mice. A stable and hereditary F1 generation mouse model was obtained by mating FO generation

mice with C57BL/6JGpt mice which were confirmed positive by PCR-sequencing.
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Notice o 7
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«  The Psd gene is located in the Chrl19. If the knockout mice are mixed with other mice, two target genes are avoided on the
same chromosome as possible, otherwise the offspring of mice with double gene positive and homozygous gene knockout

can not be obtained.

«  This Strategy is designed based on genetic information in existing databases. Due to the complexity of gene transcription

and translation processes, all risks cannot be predicted under existing information.
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Gene information ( NCBI )
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Psd pleckstrin and Sec7 domain containing [ Mus musculus (house mouse) ]

Gene |D: 73728, updated on 31-Jan-2019

- Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type

RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

e
. ]

Psd provided by MGI

pleckstrin and Sec7 domain containing provided by MGl

MGIMGI-1920978

Ensembl-ENSMUSE00000037126

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Muroidea; Muridae; Murinae; Mus: Mus

Efab; Psdl; Efaba; mKIAAZ011; AS30015KA15; 1110007HATRIK

Broad expression in frontal lobe adult (RPKM 68.1), cortex adult (RPKM 65.1) and 16 other tissues See maore
human all
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Transcript information ( Ensembl ) @ sl

The gene has 14 transcripts, and all transcripts are shown below :

Show/hide columns (1 hidden) %
Hame Transcript ID bp Protein Biotype CCDSs UniProt RefSeq Flags
Psd-202 | ENSMUST00000095029.11|3903 | 1025233 |l Protein coding CCDS84449 QE0TT2E MM 001347454 | TS5  GEMCODE basic APPRIS ALT2

MP 0013343831
CCD52987509 Q50DTT2E MM 028627 TSL1 GEMCOQDE basic APPRISP3
MP 082903

CCDS8444907 | Q5DTT2 - GEMCODE basic APPRIS ALT2
- Q50TT2E - GEMCODE basic

Psd-201  ENSMUSTO00000041391.4 | 3900 | 102433

Psd-210 | ENSMUSTO000022532
Psd-208  ENSMUSTO0000224556.

3398 | 1025aa
2034 | 393aa

3.1
1

Psd-207 | ENSMUSTO0000224447 1 | 445 105aa - ADAZBEYDESE -
Psd-213 | ENSMUSTO0000225751.1 | 443 G5aa - ADAZBEYCREE -
Psd-203 | ENSMUSTO00000223903.1 | 361 25aa - ADAZBEYDW2 i -
Psd-204 | ENSMUSTO0000223917.1 | 332 14aa - ADAZBEYD D4 -

Psd-211  ENSMUSTO0000225748.1 | 1705 | Mo protein |F'rm:essedtransn:ript - - -
Psd-206 ENSMUST000002244441 | 328 Mo protein | Processed transcript - - -
Psd-205 | ENSMUST00000224094 1 | 3860 | No prntein |Bet
Psd-214 | ENSMUSTO0000226062.1 | 735
Psd-212 | ENSMUSTO0000225770.1 | 722
Psd-209 | ENSMUSTO0000225072.1 | 437
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Genomic location distribution
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Protein domain

REFR

armatech

p<@ED

MobiDB lite

Low complexity (Seq)
Conserved Domains

Coiled-coils (Neails).

ENSMUSP00000039... —

hmmpanther

Superfamily domains

SMART domaing

Gene3D.

All sequence SNPs/i...

Seqguence vanants (dbSNP and all other scirces

Sac7 domain

Sec/ gomain

m domain, spectrin-type
A e .

PF13310

Heckstrn homogy domain

I ||

I i1l 1| I

Variant Legend
missense variant

o splice region vanant

N synonymous varant

Scale bar 0 100 200

400 500 600

700 800 500 1024

BAEDREERAT

GemPharmatech Co., Ltd.

025-5826 5929



If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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