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Project Name Mettl15
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy Al
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This model will use CRISPR/Cas9 technology to edit the Mettl15 gene. The schematic diagram is as follows:
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Technical routes £ ZRE5

> The Mettl15 gene has 5 transcripts, According to the structure of Mettl15 gene, exon3 of Mettl15-201 transcript is

recommended as the knockout region.The region contains the 137bp coding segence. Knock out the region will result in

disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Mettl15 gene. The brief process is as follows: sgRNA was

transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were

transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating Positive FO generation mice with C57BL/6JGpt mice.
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Notice o 7
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» Transcript Mettl15-202, Mettl15-203 may not be affected.

» The Mettl15 gene is located in the Chr2. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the loxp insertion on gene transcription, RNA splicing and protein translation cannot be predicted at the existing

technology level.
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Gene information ( NCBI) & =275
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Mettl15 methyltransferase like 15 [ Mus musculus (house mouse) ]

sene |0: /ba94, updated on 31-Jan-2019

~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Mettlts provided by MG]

methyltransferase like 15 provided by MGI

MAGERG] 1924144

Ensermbl ENSMUSGO0000057 234

pratein coding

PROWISIONAL

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Wertebrata, Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia;
Myomarpha; Muroidea; Muridae; Murinae; Mus; Mus

Mettbd1; AFOEEYY, AWD49952 DB10027 BOARIkK

Lbiquitous expression in bladder adult (RPKM 2.5), liver E14 (RPKM 2.3) and 25 other tissues See moare
hurnan  all
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Transcrlpt Informatlon ( Ensembl a Gem armatech

The gene has 5 transcripts, and all transcripts are shown below :

Name Transcript ID bp Protein Biotype CcCcDs UniProt RefSeq Flags
Mett15201 ENSMUSTOOOO00S1631.9 1834 4062 | Protein coding CCOSES06E  Q9DCLAE M 0297906  TSL1  GEMCODE basic  APPRIS P
MNP _054066 &
Mettl15-205 EMN=MUSTOOO00147770.1 848 2302z |1 Protein coding - ALAGNML & - COS 3'incomplete TSL:3
Mettl15-204 ENSHMUSTOO000147576.7 2018 Mo protein | Processed transcript - - - T5L1
Mettl15-203 ENSHMUSTOO000145535.1 530 Mo protein | Processed transcript - - - T5L:3
Mettl15-202 ENSWMUSTOO0001358533.7 646 | Mo protein || Hetained intron TSL

The strategy is based on the design of Mett/15-201 transcript, The transcription is shown below :

< Mett|15-201
protein coding

- Reverse strand 1B5.99 kb

T RAE YR ER/A S GemPharmatech Co., Ltd. 025-5826 5929



Genomic location distribution MR

; 208.45 kb Forward strand —
109.100Mb 109.125Mb 109.150Mb 10%.175Mb 109.200Mb 109.225Mb 109.250Mb 109.275Mb
Genes . :
- Kif18a-2
(Comprehensive set... retained
—H-
Kif18a-2
retained
-
Kif1g8a-2
retained
0
Kif18a-2
retained
F—H-
Kif18a-2
protemn ¢
Cpr_]_bgs_ Bx813328.2 > BX813309.2 > ALES1430.6 =
Genes =+ — — - — o + T T — T T —+
: < Mettl15-201
(Comprehensive set... Arotein coding
0— S } } -t
< Mettl15-204
processed transcript
—— } A
< Mett]|15-205
protein coding
| — e
< Gm24115-201 < Mettl15-202
rmiRMA retained intron
— —t
< Mettl15-203 )
processed transcript
Regulatory Build 1
b
108.100Mb 108.125Mb 109.150Mb 109.175Mb 108.200Mb 109.225Mb 109.250Mb 109.275Mb
-l Reverse strand 208.45 kb |

BEYRFBRA S GemPharmatech Co., Ltd. 025-5826 5929



Protein domain RELR

ENSMUSPOOOOOOBO.. .

hmmpanther.

TIGRFAM domain Ribosomal RNA small subunit methyitransterase H

superfamily domains S-adenosyl-L-methicnine-dependent methyltransferase, MraW, recognition domain superfamily
e EEEEE——

S-adenosyl-L-methicnine-dependent methyltransferase

Pfam_ domain. Ribesomal RMA small subunit methyltransterase H

HAMAP.

Gene3l

All sequence SNPs/i Sequence vanants (dbSMNP and all other sources) l

Variant Legend
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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