Tmem135 Cas9-KO Strategy

Designer: Qiong Zhou




Project Overview el

GemPharmatech

Project Name Tmem135
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy Al
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This model will use CRISPR/Cas9 technology to edit the Tmem135 gene. The schematic diagram is as follows:
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Technical routes £ ZRE5

» The Tmem135 gene has 9 transcripts, According to the structure of Tmem135 gene, exon2 of Tmem135-201 transcript is

recommended as the knockout region. The region contains the 128bp coding segence. Knock out the region will result in

disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Tmem135 gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were

transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating Positive FO generation mice with C57BL/6JGpt mice.
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Notice o 7
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» Transcript Tmem135-204, Tmem135-206, Tmem135-208, Tmem135-209 may not be affected.

» The Tmem135 gene is located in the Chr7. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the loxp insertion on gene transcription, RNA splicing and protein translation cannot be predicted at the existing

technology level.
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Gene information ( NCBI)
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Tmem135 transmembrane protein 135 [ Mus musculus (house mouse) ]
Gene |0 72759, updated on 31-Jan-2019

~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs
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Tmem136 provided by WG]

transmermbrane protein 135 provided by MGI

MG RG] 1920009

Ensermbl EMNSMUSGE000000394 25

protein coding

WALIDATED

PMus musculus

Eukaryota; Metazoa; Chordata; Craniata; Yertebrata, Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia,
Myomorpha, Muroidea; Muridae; Murinae; Mus; Mus

PMPES2, AW319712; 2810439K08RIK

Ubiguitous expression in adrenal adult (RPKM 32.4), subcutaneous fat pad adult (RPKM 19.0) and 27 ather tissues See more
hurnan  all
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Transcrlpt Informatlon ( Ensembl a Gem armatech

The gene has 9 transcripts, and all transcripts are shown below

Name
Tmem135-201

Tmem133-202
Tmem135-205
Tmem135-203
Tmem135-204
Tmem135-206
Tmem135-209
Tmem135-208
Tmem135-207

Transcript 1D
ENSMUSTOO000041965.10

EMNSMUSTOO0001 178527
EMSMUSTO0000137 723, 1
EMSMUSTO00001 24477 7
EMSMUISTO00001 362677
EMSMUSTO000015359320. 1
EMSMUSTOO000Z07 355, 1
EMSMUSTOO000156153. 1
EMNZMUSTOO000154434 .2

bp
3700

2956
430
78k
358
280
1553
B35
G55

RefSeq Flags

CCOEN 4406 | Q9CY™YEE | [M_D28343 & | TSL:1  GEMCODE hasic  APPRIS P1

TSL1  GEMCODE basic

Protein Eiutype CCcbs UniProt
450433
MP_052619 &
a7 1aa LECEGES &
113aa D3 L0 &

Mo protein | Processed transcript

Mo protein | Processed transcript

Mo prutein I Processed transcript

CDS Fincomplete TSL:3

The strategy is based on the design of Tmem135-201 transcript,The transcription is shown below

1

< Tmeml35-201
protein coding

-=a Reverse strand

199,07 kb
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Genomic

location distribution

Genes

(Comprehensive set...

Genes

(Comprehensive set...

Regulatory Build
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284.51 kb Forward strand —
B9.2Mb 859.3Mb [ B9.4Mb
F+ L
Gm44995-201 = Fzd4-2
antisense proteir

AC123844.4 =

AC122386.3 =

od-A4Atb et - - ] O
=< Tmeml35-201 < Gmdd996-2C
protein coding TEC
kbt A O I
< Tmeml35-208 < Gmdd 704-201 = Gm24659-201
retained intron TEC miRMA
a0 I
< Tmem135-209 < Gm22171-201
retained intron miRMA
oAbt - - b ]
< Trmeml35-202
protein coding
(¥ | M ——
< Tmeml33-204 < Tmeml35-207
processed transcript retained intron
Mt f 1.} |

< Tmeml35-203
processed transcript

-+ W

et f
= Tmeml35-206
processed transcript

< Tmem135-205
protein coding

89.2Mb
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Protein domain FREOR

ENSMUSPOOOOOO42...
Transmembrane heli...

Low complexity (Seqg)

Pfam domain. Transmembrane protein 135, M-terminal domain FFOZ466

All sequence SNPs/i Sequence varnants (dbhSNP and all other sources)

Variant Legend
B stop gained missense variant

SYNONYMOoUs variant

Scale bar o an ED 120 160 200 240 280 320 360 400 458
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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