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Project Name Abcc8
Project type Cas9-CKO
Strain background C57BL/6JGpt
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This model will use CRISPR/Cas9 technology to edit the Abcc8 gene. The schematic diagram is as follows:
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» The Abcc8 gene has 8 transcripts, According to the structure of Abcc8 gene, exon2 of Abcc8-201 transcript is
recommended as the knockout region. The region contains the 142bp coding segence. Knock out the region will result

in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Abcc8 gene. The brief process is as follows: sgRNA was
transcribed in vitro, donor vector was constructed.Cas9, sgRNA and Donor were microinjected into the fertilized eggs
of C57BL/6JGpt mice.Fertilized eggs were transplanted to obtain positive FO mice which were confirmed by PCR and
sequencing. A stable F1 generation mouse model was obtained by mating positive FO generation mice with
C57BL/6JGpt mice.

» The flox mice was knocked out after mating with mice expressing Cre recombinase, resulting in the loss of function of

the target gene in specific tissues or cell types.
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» According to the existing MGI data , Homozygotes for targeted null mutations exhibit a transient neonatal hypoglycemia
and a late-developing glucose intolerance.

» Transcript Abcc8-205 may not be affected. The impact on transcript Abcc8-202, Abcc8-203, Abcc8-206, Abcc8-207 is
unkown.

» The Abcc8 gene is located in the Chr7. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the loxp insertion on gene transcription, RNA splicing and protein translation cannot be predicted at the existing

technology level.
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Abcc8 ATP-binding cassette, sub-family C (CFTR/MRP), member 8 [ Mus musculus (house mouse) ]
Gene |0 20927, updated on 31-Jan-2019

~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as

Expression
Orthologs

TREY B IRAE]

AhooB provided by MGH

ATP-binding cassette, sub-family C (CFTR/MREP), member & provided by MG

MGL MG 1352625

Ensermbl ENSMUSGEO0000040136

pratein coding

WALIDATED

Mus musculus

Eukaryota; Metazoa, Chardata; Craniata; Yerebrata;, Euteleastomi; Mammalia; Eutheria; Evarchontoglires; Glires; Rodentia,
Myamarpha, Muroidea; Muridae; Murinae; Mus; Mus

Sur; SURT; D930031B21Rik

Biased expression in cerebellum adult (RPKM 8.6), heart adult (RPKM 5.3) and 11 ather tissues Zee more
human  all
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The gene has 8 transcripts, and all transcripts are shown below

Name Transcript 1D bp Protein Biotype CCDs UniProt RefSeq Flags

AbccB-201 ENSMUSTOOO00033123.7 | 4877 158823 |E_r_qj_g_l__r]___n;:_g_n;i_!_q_g CCDS2 275 E B2RLIST &7 B 00135753586 | TSl GEWCODE hasic  APPRIS P

Ml 07115108

ME 001344457 &

MNP 035640 &
AbccB-206 EMNSMUSTOOO00Z210E55.1 | 2832 910aa || Protein coding - A0ATBOGTZS & - CDS &'incomplete TSLH
AbccB-203 EMNEMUSTOOO0O0Z210110.1 | &30 15823 |E[.I.:.ujﬂr]"Eg;g.q!_r.].g - A0A1BOGRDY & - CDS &'incomplete TSLS
AbccB-207 EMNERMUSTOOO00Z21C0770.1 | 466 12323 |E_r_l_:_uj_g_[_r]___;_g_u;i_!_r_]_g - A0S BOGSEE - CDS 5'incomplete TSL:3
AbccB-202 EMNSRUSTOO0D002059432.1 | 431 fdaa | Pratein coding - A051BOGEAS - CDS 5'incomplete TSL:3
AbccB-204  EMSRUSTODOODZT0ST1.1 0 B37 10022 DMonsense mediated decay - A0ATB0GTAS & - TSL3
Abcc8-205 EMSMUSTOODOOZTOESY .1 4005 | Mo protein | Retained intran - - - TSL2
AbccB.208 EMSMUSTOOO00210%86.1 1845 | Mo protein | Retained intran - - - TSL

The strategy is based on the design of Abcc8-201 transcript, The transcription is shown below
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Genomic location distribution
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Protein domain FREOR
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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