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Project Overview el
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Project Name Vps53
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy Al
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This model will use CRISPR/Cas9 technology to edit the Vps53 gene. The schematic diagram is as follows:
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Technical routes £ ZRE5

» The Vps53 gene has 16 transcripts.According to the structure of Vps53 gene, exon3 of Vps53-201
(ENSMUST00000056601.10) transcript is recommended as the knockout region.The region contains 50bp coding

sequence.Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Vps53 gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9, sgRNA were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were

transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating positive FO generation mice with C57BL/6JGpt mice.
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Notice o 7
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» According to the existing MGI data , Mice homozygous for a knock-out allele exhibit embryonic lethality prior to E12.5
with trophoblast cell hyperplasia.

» Transcript Vps53-204 and Vps53-216 may not be affected.

» The Vps53 gene is located on the Chrll. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the existing

technology level.
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Gene information ( NCBI )
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Vps53 VPS53 GARP complex subunit [ Mus musculus (house mouse) ]
Gene 1D: 68299, updated on 5-Aug-2018

« Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type

RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs
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Vpsb3 provided by MGI

VP553 GARP complex subunit provided by MGI

MGIMGI- 1915549

Ensembl ENSMUSG00000017288 Vega-OTTMUSG00000006225
protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;

Muroidea; Mundae; Murinae; Mus; Mus
Hces1; 2010002A08Rik; 2310040121Rik; 3100002B05Rik

Ubiguitous expression in CNS E18 (RPKM 8.3), cerebellum adult (RPKM 8.2) and 28 other tissues See more

human all
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Transcript information ( Ensembl ) @I sl

The gene has 16 transcripts, and all transcripts are shown below:

Show/hide columns (1 hidden) Fiter |
Name Transcript ID bp = Protein  Biotype CCDS UniProt Flags

Vps53-201 ENSMUST00000056601.10 | 2833 | 832aa [ Protein coding CCDS25060& | Q8CCB4E | | TSL1  GENCODE basic  APPRIS P1
Vps53-202 ENSMUST00000094015.10 | 2645 | 803aa I Protein coding - ESPXGI& TSL:5 GEMNCODE basic
Vps53-203 ENSWMUST00000108419 8 | 2209 | 656aa D Protein coding - QBCCBAF TSL:1  GEMNCODE basic
Vps53-213 ENSMUST00000167114.7 | 1259 | 4192z I Protein coding - ESPWD1 & CDS 3'incomplete  TSL:5
Vps53-204 | ENSMUST00000129256.1 | 650 362z DPr 1 - E9Q1246 TSL:1  GEMNCODE basic
Vps53-211 | ENSMUST00000166436.7 | 610 204aa DProtein coding - FEZ4GT & CDS 5 and 3 incomplete  TSL:S
Vps53-216 | ENSMUST00000170730.2 | 506 1232z D Protein coding - E9Q3C3&H CDS 3'incomplete  TSL:5
Vps53-214 | ENSMUST00000169734.7 | 2097 | 334aa  DMonsense mediated decay - E9Q6486 TSL5
Vps53-212 | ENSMUST00000166752.7 | 1888 547aa D MNonsense mediated decay - ESPYD3e
Vps53-209 | ENSMUST00000163878.1 | 606 41a3 I lonsense mediated decay - ESQEc4 &

Vpsh3-207  ENSMUST00000143163.7 | 2175 | No protein | Retained intron
Vps53-215| ENSMUST00000170143.7 | 846 | Mo protein | Re
Vps53-210 | ENSMUST00000166084.7 | 726 | Mo protein | |incRuA
Vps53-206 | ENSMUST00000141773.7 | 486 Mo protein | |incRNA
Vps53-205 ENSMUST00000140886.2 | 478 | No protein [ IncRMA
Vps53-208  ENSMUST00000143459 1 | 361 | No protein I IncRMA

< Vps53-201
protein coding

—sal Reverse strand 133.42 kb
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Genomic location distribution

RAEDRIEIRAE]

GemPharmatech Co., Ltd.

IneRMA
g!?ﬂt.'ﬂ.s.. Al 391125.24 >
Genes M“}“———- -+t -t - - —t4tt— — 1+ |
=< Vps53-201
(Comprehensive set... Ty
Mt A — 1 —_t A O 1
< Vps53-203
protein coding
Mttt - - Wt s 1 S |
= Wps53-202
protein coding
bttt bt —1 |
< Vps53-207 < Vps53-209
retained intron nonsense mediated decay
—t— bt
< Vps53-213
protein coding
-~ - Wt o T e S |
< Vps53-214
nonsense mediated decay
-ttt A A —t
< Vps53-212
nonsense mediated decay
-~ 4 1} et
< Vps53-211 < \ps53-205
protein coding IncRMNA
I] ______________________________________________________________________
< Glod4-205
retained intron
— —t
< \ps53-215
retained intron
_ it A A
< Vps53-210 < Vps53-204
IncRNA protein coding
| —— N N |
< Vps53-206
IncRMA
MA—
< Vps53-208
IncRNA
A— —
= Vps53-216
protein coding
Requlatory Build T N E Erni ] i I = I I | 1

Fam57a-202

t
Gem a rm atech
I 153.42 kb Forward strand e
76.04Mb 76.06Mb 76.08Mb 76.10Mb 76.12Mb 76.14Mb 76.16Mb 76.18Mb
Genes . GmM12340-201 > ll]=am573203
(Comprehensive set... unprocessed pseudogene protein codir
I] __________

025-5826 5929



Protein domain ER XTS5
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Mouse phenotype description(MGI ) Rl
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Phenotype Overview &9
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Click cells to view annotations.

Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http://www.informatics.jax.org/) .

According to the existing MGI data,Mice homozygous for a knock-out allele exhibit embryonic lethality prior to

E12.5 with trophoblast cell hyperplasia.
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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