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Acap3 Cas9-KO Strategy
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Project Overview @

Project Name Acap3
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy
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This model will use CRISPR/Cas9 technology to edit the Acap3 gene. The schematic diagram is as follows:

24

ATG
Wild-type allele
1 LE L
TG
'L ]
o O

"‘,{ Cas9/sgRNA

Uncoding region

IHEZEABEEYREERAT

GemPharmatech Co., Ltd.

025-5826 5929



Technical routes

>
)
=

(@p)]
M

3
)
=
Q
—t
M
A
=

> The Acap3 gene has 9 transcripts. According to the structure of Acap3 gene, exon5-exon24 of Acap3-

202(ENSMUSTO00000105584.9) transcript is recommended as the knockout region. The region contains most of the coding

sequence.Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Acap3 gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were

transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse model

was obtained by mating positive FO generation mice with C57BL/6JGpt mice.
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Notice &2

a

> The Acap3 gene 1s located on the Chr4. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.
> This strategy 1s designed based on genetic information in existing databases.Due to the complexity of biological

processes,all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at

the existing technology level.
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Gene information (NCBI)
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Acap3 ArfGAP with coiled-coil, ankyrin repeat and PH domains 3 [Mus musculus (house mouse)]

Gene ID: 140500, updated on 20-Mar-2020

~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs
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Acap3d provided by MGI
ArfGAP with coiled-coil, ankyrin repeat and PH domains 3 provided byMGI

MGI:MGI:2153589

Ensembl:ENSMUSGO00000029033

protein coding
PROWVISIOMNAL
Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia;
Myomorpha; Muroidea; Muridae; Murinae; Mus; Mus

Centb5, Kiaal716-hp, mKIAAL716

Ubiquitous expression in whole brain E14.5 (RPKM 26.0), CNS E18 (RPKM 24.8) and 28 other tissuesSee more

human all
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Transcript information (Ensembl) —Eyal
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The gene has 9 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Biotype CCDS UniProt Flags
Acap3-202 | ENSMUSTO0000105584.9 | 4365 B33aa Protein coding CCDS538997 | Q6NXL5 | TSL:1 GENCODE basic APPRIS P1
Acap3-201 | ENSMUSTOO000079031.5 | 4301 22%aa Protein coding x A2ADAE TSL:5 GENCODE basic
Acap3-206 ENSMUSTO00000137726.7 | 4101 | No protein | Processed transcript - - T5L:5
Acap3-203 ENSMUSTO0000126582.7 | 1049 | No protein | Processed transcript - - TSL:5
Acap3-204 ENSMUSTO0000131168.7 | 736 | No protein | Processed transcript - - T5L:3
Acap3-205 | ENSMUSTO0000131372.1 | 729 | No protein | Processed transcript = - T5L:2
Acap3-207 ENSMUSTO0000140855.1 | 465 | No protein | Processed transcript - - TSL:2
Acap3-209 ENSMUSTO0000145654.7 | 928 | No protein Retained intron - - TSL:5
Acap3-208 ENSMUSTO0000140902.1 | 739 | No protein Retained intron - - TSL:3
The strategy is based on the design of Acap3-202 transcript,the transcription is shown below:

15.43 kb Forviard stramnd e

Acap3-202 =
protein coding
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Genomic location distribution &8 RX 75
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Regulation Legend

N CTCF
Enhancer
Open Chromatin
B Promoter
W Promoter Flank
! Transcription Factor Binding Site

Gene Legend

Protein Coding
m merged Ensembl/Havana
BB Ensembl protein coding

Non-Protein Coding
I RNA gene
B processed transcript
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Protein domain

GemPharmatech

ENMSMUSFO0000101...

MohiDBE lite

Low complexity [Seq)

Coiled-coils (Mcoils)

PROSITE profiles

PAMTHER

All sequence SNPs/I...

Variant Legend

Scale bar

ARFGAP: HE-Eﬂ'liE zinc finger

S5F0 72D

A]-I.l-'EAR Eu-rnain Eupe#ami ¥

AnEw‘in repeat-cont@ining «

Pleckstrin homolegy domain Ankyrin repeat
TR ——
Art (3TPase activating protein
m 5TPase activating protein
T
FF16746 .ﬂ.# GTPase activating protein PF13857
Hecgtrirr an:—h}gl,l domain
Pleckstrin hemology domain .i'mE',-'l'il‘ repeat-containing
Art GTFasze activating protein '-"-r!*,-rir repeat

[— —
T HR 7

A e e A R L i
HE =y =T

R T

N e P e SR e 5] [ e .=

Seguence varants (dbSMP and all other sources) ;
| | ' W 111 (1 111

1 | 11N

P inframe insertion
missense variant

[ splice region variant

[0 synonymaous variant

i} BO 160 240 320 400 480 560

IHEZEABEEYREERAT

GemPharmatech Co., Ltd.

025-5826 5929



Mouse phenotype description(MGI1 ) BRI R
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Phenotype Overview
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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