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Kirkl Cas9-KO Strategy
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Project Overview @

Project Name Kirkl
Project type Cas9-KO
Strain background BALB/cJGpt
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Knockout strategy X
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This model will use CRISPR/Cas9 technology to edit the Kirkl gene. The schematic diagram is as follows:
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Technical routes ks

> The Klrkl gene has 6 transcripts. According to the structure of K/rkl gene, exon4-exon8 of MGP_BALBcJ T0080481.1

transcript is recommended as the knockout region. Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Klrkl gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of BALB/cJGpt mice.Fertilized eggs were

transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse model

was obtained by mating positive FO generation mice with BALB/cJGpt mice.
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> According to the existing MGI data,homozygous null mice have defects in Natural Killer (NK) cell development,
diminished NK-mediated cytolysis of tumor cells, and resistance to MCMV infection.

> The Kirkl gene is located on the Chr6. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This strategy is designed based on genetic information in existing databases.Due to the complexity of biological

processes,all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at

the existing technology level.
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Gene information (NCBI)
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Kirk1 killer cell lectin-like receptor subfamily K, member 1 [Mus musculus (house mouse)]

Gene |ID: 27007, updated on 31-Jan-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

KIrk1 provided by MGI

killer cell lectin-like receptor subfamily K, member 1 provided byMGI
MGEMGE1196250

EnsemblENSMUSG00000030149

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus

DEH1252489E, NKG2-D, Nkg2d

Low expression observed in reference datasetSee more

human all
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Transcript information (Ensembl) —Eyal
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The gene has 6 transcripts,all transcripts are shown below:

‘Name Transcript ID bp | Protein Biotype CCDS UniProt Flags
. MGP BAlLBcJ) T00204281.1/3205, 22533 | JProtein coding | CCDS39660«, CCDS39661, CCDS71846+ 054709+ QITCWT # Q4FJMDe -

T MGP BALBc) TD0804821 /1281 232aa ||Protein coding - - -

- MGP BALBcJ) T0080483.1/1030 219aa | [Protein coding - - -

5 MGF BAl Bcd T0030486.1 (3261 Mo protein |_F-'.e’[ain ed intron - - -

- |MGP_BALBc) T0080484 1|1182 No protein [Retained intron| : ' = :

- |MGP BALBcJ T00804851| 501 |No prc-tein'l_ﬂetained intron - - -

The strategy is based on the design of MGP BALBcJ T0080481.1 transcript,the transcription is shown below:

ol e ol bl ————— . .

< MGP_BALBc]_TOO80481
protein coding

sl Reverse strand 15.87 kb
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Genomic location distribution
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! 35.87 kb Forward strand e
127.825Mb ] 127.830Mb 127.835Mb 127.840Mb 127.845Mb 127.850Mb 127.855Mb
Contigs L 01
— 4+ &~ i | o —
= MGP_BALBc]_TO0&0481
protein coding
—+&% & 4+ 84 +— | e |
< MGP_BALBc]_TO0080482
praotein coding
- — 1
< MGP_BALBc] TOOB0483
protein coding
—1— ——
< MGP_BALBc]_TO080484
retained intron
Ot —{—A—

< MGP_BALBc]_TO080485
retained intron

[ |
< MGP_BALBc]_TO080486
retained intron
127.830Mb 127.835Mb 127.840Mb 127.845Mb 127.850Mb
35.87 kb

127.825Mb
—=mgg Reverse strand

127.855Mb
Gene Legend
Protein Coding
B Ensembl protein coding

Non-Protein Coding
H processed transcript
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MGP_BALBC_POOBD. ..
Transmembrane hel.,

Superfamily Ctype lectin
SMART. Ctype lectin-like

Pfam. Ctype lectin-like

PROSITE profiles Chipe Ectmile
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Mouse phenotype description(MGI1 ) BRI R
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Phenotype Overview ﬂ
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,homozygous null mice have defects in Natural Killer (NK) cell development,

diminished NK-mediated cytolysis of tumor cells, and resistance to MCMYV infection.
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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