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Project Overview

Project Name Lyst
Project type Cas9-KO
Strain background NOD/ShiLtJ
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Knockout strategy X
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This model will use CRISPR/Cas9 technology to edit the Lyst gene. The schematic diagram is as follows:
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Technical routes
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> The Lyst gene has 2 transcripts. According to the structure of Lyst gene, exon6 part of the coding area

of MGP_NODShiLt] T0036056.1 transcript is recommended as the knockout region.The region contains key coding

sequence.Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Lyst gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of NOD/ShiLt] mice.Fertilized eggs were

transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating positive FO generation mice with NOD/ShiL.tJ mice.

IAEREAFEYREERAS GemPharmatech Co., Ltd. 025-5826 5929



Notice
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> The Lyst gene is located on the Chr13. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy 1s designed based on genetic information in existing databases. Due to the complexity of gene transcription

and translation processes, all risks cannot be predicted under existing information.

IAEREAFEYREERAS GemPharmatech Co., Ltd. 025-5826 5929



[ J ([ J e wfj——
Gene information (NCBI) =]
GemPharmatech
Lyst lysosomal trafficking regulator [ Mus musculus (house mouse) ]
Gene [D: 17101, updated on 5-Mar-2019
< | Summary el

Official Symbol Lyst provided by MGI
Official Full Name lysosomal trafficking regulator provided by MGI
Primary source MGEMGIE107448
See related EnsemblENSMUSG00000019726
Gene type protein coding
RefSeq status VALIDATED
Organism Mus musculus
Lineage Eukaryota; Metazoa; Chordata; Craniata; Vertebrata, Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Muroidea; Muridae; Murinae; Mus; Mus
Also known as bg; beige; D135fk13
Expression Ubiquitous expression in thymus adult (RPKM &.4), spleen adult (RPKM 3.5) and 27 other tissues See more
Orthologs human all
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Transcript information (Ensembl) = RIS
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The gene has 2 transcripts,all transcripts are shown below:

o
Show/hide columns (1 hidden) Fiter |

Name Transcript ID bp Protein = Biotype . CCD5 UniProt Flags
MGP_MNODShilLtd T0O036056.1 11806 3787aa |_F'r|:|tein coding CCDS36597 & GOESQD & -

' MGP_NODShiLt) T0036057.1 13238 383%aa |l Unknown likely coding - - -

The strategy is based on the design of MGP NODShiLtJ T0036056.1 transcript, The transcription is shown below

220.03 kb Forward strand e

MGP_NODShiLt)_TO036056 =
protein coding
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Genomic location distribution
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! 241.40 kb Forwiard strand —
11.550Mb 11.575Mb 11.600Mb 11.625Mb 11.650Mb 11.675Mb 11.700Mb 11.725Mb 11.750Mb 11.7751
Genes (MGF). .
MGP_NODShiL_TO036056 =
protein coding
e R e e i e — i 1t
I"-"IGF'_NDD_ShiLEI_TC_IUBEDS? =
unknown likely coding
Contigs WX501050779.1 > WX¥S01050781.1 >
11.550Mb 11.575Mb 11,600Mb 11.625Mb 11.650Mb 11.675Mb 11,700Mb 11.725Mb 11.750Mb 117751
—al Reverse strand 241.40 kb ]
Gene Legend
Protein Coding Mon-Protein Coding
B Ensembl protein coding B processed transcript
B Likely protein coding
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Protein domain RIS
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MGP_NODShiLt]_PO...
Low complexity (Seq)
Coiled-coils (Ncoils) "
hmmpanther. .
Superfamily domains Armadio-type o SSF50729 WD4 D-repeat-
BEACH maain superfamily
SMART domains. BEACH domain WD repeat
Pfam domain, BEACH gomain WD40 repe
fmaias ]
PH-BEACH domain
PROSITE profiles PH-BEACH domain WDAD-reps
[t it N )
BEACH domain ED—HI- rep+
PROSITE patterns Wo40 e
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Mouse phenotype description(MGI1 ) BRI R
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Phenotype Overview @
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Click cells to view annotations.

Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Homozygous mice have a phenotype similar to human Chediak-Higashi syndrome
patients, exhibiting lysosomal dysfunction with resultant protein storage; diluted coat color; abnormal melanogenesis;

immune cell dysfunction resulting in increased susceptibility to bacterial, viral, and parasitic infections and decreased

cytotoxic activity against tumor cells.
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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