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Project Overview @

Project Name Gas5
Project type Cas9-KO
Strain background CS57BL/6J
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Knockout strategy X
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This model will use CRISPR/Cas9 technology to edit the Gas5 gene. The schematic diagram is as follows:
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Technical routes
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> The Gas)5 gene has 25 transcripts. According to the structure of GasJ5 gene, exon2-exon5 of Gas5-217
( ENSMUSTO00000161005.7 ) transcript is recommended as the knockout region.The region contains most sequence.

Knock out the region will result in disruption of gene function.

> In this project we use CRISPR/Cas9 technology to modify Gas5 gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6J mice.Fertilized eggs were
transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating positive FO generation mice with C57BL/6J mice.
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Notice
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> The KO region contains functional region of the Snord80,Gm25789,Snord47, Gm26224,Gm22489,Gm22357,Gm23212,
Snord78,Mir5117,Zbtb37 gene.Knockout the region may affect the function of Snord80,Gm25789,Snord47, Gm26224,
Gm22489,Gm22357,Gm23212,Snord78,Mir5117,Zbtb37 gene.

> The Gas35 gene 1s located on the Chrl. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy 1s designed based on genetic information in existing databases. Due to the complexity of gene transcription

and translation processes, all risks cannot be predicted under existing information.
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Gene information (NCBI) =5
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Gas5 growth arrest specific 5 [ Mus musculus (house mouse) ]
Gene 1D: 14455, updated on 31-Jan-2013
<! Summary e

Official Symbol Gash provided oy MGI
Official Full Name growth arrest specific 5 provided oy MGI
Primary source MGIMGI95659
See related EnsemblENSMUSG00000053332
Gene type ncRMNA
RefSeq status VALIDATED
Organism Mus musculus
Lineage Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Eutelecstomi; Mammalia; Eutheria; Euarchontoglires; Glires:; Rodentia; Myomorpha;
Muroidea: Muridae: Murinae; Mus: Mus
Also known as Gas-5; Snhg2: Mir5117
Expression Broad expression in liver E14 (RPKM 95.8), CNS E11.5 (RPKM 85.1) and 16 other tissues See maore
Orthologs human all
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Transcript information (Ensembl) eyl
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The gene has 25 transcripts,all transcripts are shown below:

Name | Transcript ID bp Protein Biotype CCDS Flags

Gas5-218 | ENSMUST00000161229.7 2556 No protein | R TSl
Gas5-222 | ENSMUST000001621637 | 1614 | No protein 1 = TSl
Gas5-211| ENSMUST00000159890.7 | 1066 | No protein |R tained intron - TSLS
Gas5.223| ENSMUST000001622897 904 | No protein |_R tained intron - T8L:6
Gas5-204 | ENSMUST00000159153.7 | 872 No protein |Relamed intron = T8LA
Gas5.220| ENSMUSTO00001614617 | 793 | No protein |Relamed intran - TSk
Gas5-208 | ENSMUST000001594387 779 Mo protein | Retained intron - TSL5
Gas5-213 | ENSMUST000001604297 | 759 | No protein |_Ret__a_\_n__eg intron - TsL3
Gas5.205| ENSMUST000001591577 723  MNo protein |Rel_;a_\_n_z_ag Intron = TsL:3
Gas5-212| ENSMUST00000160152.7 | 712 | No protein |Relamed intron - TsL:3

Gas5-202 | ENSMUST00000159037.1 636  No protein | Retained intron =
Gas5.214| ENSMUSTO0000160437.1 | 629 | No protein | Retained intran -
Gas5219 | ENSMUST00000161380 7 | 600 Mo protein
Gas5-215 | ENSMUST00000160516 1 | 572  No protein 1
Gas5216 | ENSMUST000001605511 | 543 Mo protein | Retained intron =

Gas5-207 | ENSMUST00000159404.7 | 539 | No protein |Relamed intron = TS5
Gas5.201 | ENSMUST00000065709 11 530 | No protein | Retained intron - TsL:2
Gas5-206 | ENSMUST000001593997 | 422 | No protein |R§1___a_\__n__eg intron - TsL:2
Gas5-221 | ENSMUST000001616237 = 403 | No protein | Retained intron = T8L:2
Gas5.225| ENSMUST00000163081.1 | 370 No protein | Retained intron - TSL:2

Gas5-203 | ENSMUST00000159119.7 665  No protein [ lincRNA =
Gas5.210| ENSMUST000001597067 467 Mo protein | lincRNA -
Gas5.224 | ENSMUST00000162558 7 502 Mo protein | lincRNA -
Gas5-217 | ENSMUST00000161005.7 430 No protein IlincRNA =

Gas5.209| ENSMUST000001596637 346 Mo protein I lincRNA =

GENCODE basic
GENCODE basic

GENCODE basic
GEMCODE basic

The strategy is based on the design of Gas5-217 transcript, The transcription i1s shown below

3.93 kb Forviard strand e
=
Gass-217 =
[incRE A
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Genomic location distribution =Erya]F=
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2012 kb

Forvard strand B
161,025,000 161,027,500 161,030,000 161,032,500 161,035,000 161,037,500 161,040,000 161,042,500 161,045,000 161,047,500
Genes s RALmas=

Gm37362-201 > Gas5-212 > Snord80-201 > GM37634-201 >
antisense retained intron snoRNA antisense
e 1 o s 1]
Gas5-217 >
lincRINA
0T
Gas5-203 >
lincRNA
e e S
Gas5-210 >
lincRINA
T
Gas5-224 >
lincRNA

Gas5-223 >
retained intron

FHH D

Gas5-219 > Snord80-202 >
retained intron  snoRNA
 — ]
Gas5-218 >

retained intron
P
Gas5-209 >

lincRNA

Gas5-213 >
retained intron
[y g

Gas5-205 > Gas5-202 >
retained intron retained intron

[ 141 i W 0 1}
Gas5-207 = Gm25789-201 >
retained intron snoRNA

(g 0
Gas5-208 > Gas5-215 >
retained intron retained intron
==k

Gass5-201 > Snord47-201 >
retained intron snoRNA

Gas5-220 >
retained intron

Gas5-222 >
retained intron

Gas5-222 >
retained intron

Gas5-204 >
retained intron
Gas5-211 >
retained intron
[i
Gm26224-201 >
snoRNA
[
GmM22489-201 >
snoRNA
1
Gas5-214 >
retained intron

o
Gm22357-201 >
SnoRNA

]
Gm23212-201 >
snoRNA
Gas5-221 >
retained intron

[

Snord78-201 >

snoRNA

1
Gas5-206 >
retained intron

==
Gas5-225 >
retained intron

O
Gas5-216 >
retained intron

i}
Mir5117-201 >
SPORNA

i« Zbtb37-203
protein coding

< Dars2-201
protein cading

< Zbtb37-204
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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GemPharmatech Co.,Ltd




