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Project Name Slc25a22
Project type Cas9-KO
Strain background CS57BL/6J
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This model will use CRISPR/Cas9 technology to edit the Sic25a22 gene. The schematic diagram is as follows:
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» The Slc25a22 gene has 25 transcripts. According to the structure of Slc25a22 gene, exon5 of Sic25a22-201
(ENSMUST00000019226.13)transcript is recommended as the knockout region.The region contains 91bp coding

sequence.Knock out the region will result in disruption of protein function.

» In this project we use CRISPR/Cas9 technology to modify Slc25a22 gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6J mice.Fertilized eggs were
transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating Positive FO generation mice with C57BL/6J mice.
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» The impact on Transcript Slc25a22-206 , Slc25a22-207, Slc25a22-213, Slc25a22-217 is unknown.
» The position of Slc25a22 gene and Cendl gene is adjacent. Knockout the region may affect the function of CendI gene.

» The Slc25a22 gene is located on the Chr7. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

» This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the existing

technology level.
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Gene information (NCBI)
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Sic25a22 solute carrier family 235 (mitochondrial carrier, glutamate), member 22 [ Mus musculus (house

mouse) ]

Gene |0 BEZEY, updated on 7-Apr-2019

~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs
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Sle25822 provided by MG|
solute carrier family 28 (mitochondrial carrier, glutamate), member 22 provided by MG1

MG MG 1915517

Ensembl: ENSMUSE0000001 3052

pratein coding

WALIDATED

hMus musculus

Eukaryota, Metazoa; Chordata; Craniata; Yertebrata, Euteleostomi; Mammalia; Eutheria; Euarchontoglires, Glires, Hodentia;
Myomarpha, Muroidea; Muridae; Murinae; Mus; Mus

el Al0BOEE4; 1300006L01RIkK

Llbigquitous expression in liver adult (RPKM 83.8), duadenum adult (RPKM B5.7) and 27 other tissues See more

hurman all
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Transcript information (Ensembl) aatet Bl

The gene has 25 transcripts, and all transcripts are shown below:

Name Transcript 1D bp Protein Biotype CCDs UniProt Flags

S1c25a22.201 ENSMUSTOODOO019226.13 2611 323aa | Pratein coding CCDS22013% | QIDEMIE | Tl GENCODE basic | APPRIS P1
SIc25a22.223 | ENSMUSTOODO02017103 | 2565 323aa | | Protein coding CCDS22013% | QUDEMIE | TELs GENCODE basic |APPRIS P4
Slc25a22203 ENSMUSTOOOODIOEO07.S 2546 323aa | Protein coding CCDS22013% | QIDEM3IE | Tl GENGODE basic |APPRIS P1
SIc25a22202 ENSMUSTOOOOOMOGO0GT | 2277 | 229aa | Pratein coding 5 ESQRME & TELS GENCODE basic
SIc25a22209 ENSMUSTOOOO01368657 932 | 222aa | Pratein coding 2 E9PY45@ CDS 'incomplete TELS
SIc25a22208 ENSMUSTOOOO01363547 | 866 | 206aa | Protein coding ' 2 E9FvID® | COS 2 incomplete  TSL:2
SIc25a22220 ENSMUSTOOOOO201127.4 | 743 195aa | Pratein coding ' . ADAIISYTYE S | COS I'incomplete TSLS
SIc25a22.225 ENSMUSTOODOO2028403 | 423 | 85aa | Pratein coding : ADALIGY KA & CDS 3'incomplete  TSL:3
Slc25a22.214 | ENSMUSTOODO01531904 | 402 | 99aa | Pratein coding 2 ADALIGYY.I3 CDS &' incomplete  TSL:3
SIc25a22216 | ENSMUSTOODOO1726547 | 355 | Ga3sa | | Protein coding . VIGWED CDS 3 incomplete TELS
SIc25a22206 ENSMUSTOOOO0133021.1 345 38aa | Protein coding : GIUNI9E COS 3'incomplete TELS
Slc25a22213 ENSMUSTOOOOMMA00261 | 225 | 28aa | Pratein coding ; G4 & CDS 'incomplete TSL:3
SIc25a22207 ENSMUSTOOOO01332066 | 213 | 18aa | Pratein cading ; VIGWYA CDS 'incomplete  TELS
SIc25a22217 ENSMUSTOOOO0174095.1 | 170 | 44aa | Protein cading ' : GIUTEER | COS &'incormplete TSL:A
SIc25a22204 ENSMUSTOOOO0124266.7 2568 103aa | Nonsense mediated decay : E9Q579% | TSL1

Sic25a22 218 | EMSMUSTOOO0DMS4518.F | 794 833 I Nonsense mediated decay - LIB0xES & T8L5

SIc25a22.224 | ENSMUSTOOO00201822.3 | 617 | 72aa | I Nonsense mediated decay 2 ADADITY U4 TELS

Slc25a22.219  EMNSMUSTOOOOO0201072.5 | 574 Mo protein | | Processed transcript - - TSLS

Slc25a22221 ENSMUSTOOO00Z01558.1 5590 Ma protein | Retained intron : : TELNA
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Transcript information (Ensembl) st Bl

The gene has 25 transcripts, and all transcripts are shown below:

Name Transcript 1D bp Protein Biotype CCcDs UniProt Flags
SIc25a22.210  ENSMUSTOOOOO01406027 | 3264 Mo protein | Retained intron ; : TEL:2
Slc25a22215  ENSMUSTOOOONSE0027 695 Mo pratein | Retained intran | : : TsL:2
Slc25a22.212 | ENSMUSTOOOO014E1007 791 No pratein | Retained intron : : TaL1
S1c25a22211 | ENSMUSTOO0001441747 | 633 | Mo protein || Retained intron | : : | TSL:3
Slc25a22205 ENSMUSTOOOON132635.1 562 Mo pratein | Retained intron | . : | TaL:3
SIc25a22 222 | EMSMUSTOO000201708.3 | 465 | Mo protein || Retained intron - - e

The strategy is based on the design of Slc25a22-201 transcript, The transcription is shown below
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Genomic location (Ensembl)
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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