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Project Overview @

Project Name Gpr52
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy %
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This model will use CRISPR/Cas9 technology to edit the Gpr52 gene. The schematic diagram is as follows:
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Technical routes
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> The Gpr52 gene has 1 transcript. According to the structure of Gpr52 gene, exonl of Gpr52-201
(ENSMUST00000238289.1) transcript is recommended as the knockout region.The region contains all of the coding

sequence.Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Gpr52 gene. The brief process is as follows: CRISPR/Cas9 systen
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Notice
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> According to the existing MGI data,Mice homozygous for a knock-out allele exhibit decreased anxiety response in an

open field test and increased startle response when treated with MK-801.

>Gpr)2 gene overlaps with the intron of Rabgap il gene, and the effect on Rabgap1l gene is unknown.

>The Gpr52 gene is located on the Chrl. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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Gpr52 G protein-coupled receptor 52 [ Mus musculus (house mouse) ]
Gene 10: 520246, updated on 24-0ct-2019

'~ Summary

Official Symbaol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

-+ Genomic context

Location: 1; 1 H2.1

Exon count: 2

H
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Gprb2 provided by MGI

G protein-coupled receptor 52 provided by MG

MGEMGI:36432T7T8

Ensembl:ENSMUSGO0000118401

protein coding

VALIDATED

Mus musculus

Eukaryota;, Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Evarchontoglires; Glires; Rodentia; Myomorpha; Murcidea; Muridas;
Murinae; Mus; Mus

EGG20246

Broad expression in cortex adult (RPKM 1.5), frontal lobe adult (RPKM 1.4) and 15 other tissues See more
human all

2|7

See Gprb2 in Genome Data Viewer
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Transcript information (Ensembl) RIS
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The gene has 1 transcript,all transcripts are shown below:

Name Transcript ID bp  Protein Biotype CCDS UniProt Flags
Gpr52-201  ENSMUST00000238289.1 1637 361aa | [l Protein coding - POCSJ4¢? = GENCODE basic APPRIS P1

The strategy is based on the design of Gpr52-201 transcript, The transcription is shown below

protein coding

— Feverse strand 1.64 kb
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enomic location distribution EERXIE AR
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E 21.64 kb Forward strand
160.568Mb 160,570Mb 160.572 Mb 160,574 Mb 160,576 Mb 160.578Mb 160,580 Mb 160,582 Mb 160,584 Mb 160,586 Mb
Contigs. < AC117787.8
GEmEE . . = JE e e B B B b e B B e B e B A B B B e R R e R A
: = Rabgapll-201
(Comprehensive sete.. rorein coding
[ [ |
< Gm37212-201 = Gpr52-201
TEC protein coding
Reaulatory Build, I | |
160.568Mb 160.570Mb 160.572Mb 160,574 Mb 160.576 Mb 160,578Mb 160,580 Mb 160,582 Mb 160,584 Mb 160,586 Mb
—g Reverse strand 21.64 kb |
Regulation Legend
I CTCF Enhancer Open Chromatin
I Promoter Flank
Gene Legend
Protein Coding Mon-Protein Coding
Bl Ensembl protein coding Hl processed transcript
 merged Ensembl/Havana
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Protein domain EERXIE AR
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EMSMUSPOO0OOOL5E...
Tmns"‘embrane heli... .| [ cm— [ —] I e ] [ -co—] | c—
Superfamily. 55FB1321
Prints G protein-coupled receptor rhodopsin-like
Pfam. G protein-coupled receptor rhodopsin-like
PROSITE profiles BPCT, rhodopsin e, 7T
PROSITE patterns 5 protein-coupls =
PANTHER. FTHR 2924
PTHR 242 F
Gene3l. ST
All seguence SNPs/i... Sequence vanants (dbSNP and all other sources)
---------------------------------------- ; 11
Variant Legend
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Mouse phenotype description(MGI ) RIS
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Click cells to view annotations.

Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Mice homozygous for a knock-out allele exhibit decreased anxiety response in an

open field test and increased startle response when treated with MK-801.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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