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Project Overview @

Project Name Calhm4
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy RS

GemPharmatech

This model will use CRISPR-Cas9 technology to edit the Calhm4 gene. The schematic diagram is as follows:

Wild-type allele £ "k- $ .zj T 4

KO allele . '

% CRISPR-Cas9 Noncoding region . Coding region
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Technical routes
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> The Calhm4 gene has 2 transcripts. According to the structure of Calhm4 gene, exonl-exon2 of Calhm4-

201(ENSMUST00000048052.7) transcript is recommended as the knockout region.The region contains all of the coding

sequence.Knock out the region will result in disruption of protein function.

> In this project we use CRISPR-Cas9 technology to modify Calhm4 gene. The brief process is as follows: CRISPR-Cas9
system were microinjected into the fertilized eggs of C57BL/6JGpt mice. Fertilized eggs were transplanted to obtain positive

FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse model was obtained by mating

positive FO generation mice with C57BL/6JGpt mice.
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Notice &2

a

> The KO region contains partial intron of the Trappc3/ gene.Knockout the region may affect the function of Trappc3!

gene.
> The Calhm4 gene 1s located on the Chrl0. If the knockout mice are crossed with other mice strains to obtain double
gene positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This strategy is designed based on genetic information in existing databases.Due to the complexity of biological

processes,all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at

the existing technology level.
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ene information (NCBI)

RIS
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Calhm4 calcium homeostasis modulator family member 4 [ Mus musculus (house mouse) ]

i Download Datasets

Gene ID: 270711, updated on 24-Apr-2022

“ ' Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Summary

Expression
Orthologs

* Genomic context

Location: 10; 10 B1

Exon count: 2

Annotation release

108
108.202006822

| Build 37.2
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Calhmé provided by MGI

calcium homeostasis modulator family member 4 provided by MGI

MEIMGI 2685488

Ensembl:ENSMUSG00000039508 AllianceGenome MGl 2685489

protein coding

PROVISIOMAL

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata, Euteleostomi; Mammalia; Eutheria; Euarchontogliires; Glires; Rodentia; Myomaorpha; Muroidea; Mundae; Murinae; Mus; Mus
GmE43; Fam26d; Al586164; 4732454E20Rik

Fredicted to enable cation channel activity. Predicited to act upstream of or within ion transport. Predicted to be located in membrane. Predicted to be integral compenent of membrane. Predicted to be integral component of plasma
membrane. Orthologous to human CALHMA (calcium homeostasis modulator family member 4). [provided by Alliance of Genome Resources, Apr 2022]

Low expression observed in reference dataset See more

human all

Try the new Gene table
Try the new Transcript table

See Calhmd in Genome Data Viewer

. Status | Aszsembly [ Chr - Location

current GRCm39 (GCF_000001635.27) 10 NC_000076.7 (33914780..33920309, complement)
previgus assembly GRCm38.p6 (GCE_ 000001635 26) 10 NC_000076.6 (34038784..34044313, complement)
previsus assembly MGSCv37 (GCF_000001635.18) 10 NC_000076.5 (33758590..33764119, complement)

Chromosome 10 - NC_000076.7

[asBeaz12 [ 34003968
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Transcript information (Ensembl) E=RXT5 R
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The gene has 2 transcripts,all transcripts are shown below:
Transcript 1D _ Mame bp Protein _Eiﬂhrpe CCDS UniProt Match Flags
ENSMUSTO0000048052.7 | Calhm4-201 | 3711 315aa | | Protein coding | CCDS35878@ QECES3 & Ensembl Canonical GENCODE basic APPRIS P1 TSL:1
ENSMUST00000218239. 2 | Calhm4-202 | 3075 | 190aa | | Protein coding ADATWZPEZ6 @ GENCODE basic  TSL.NA

The strategy is based on the design of Calhm4-201 transcript,the transcription is shown below:
< Calhm4-201

protein coding

- Reverse strand 5.53 kb
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I 25.33 kb Forvard strand g
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< Calhm4-202
protein coding
Reaulatory Build. . i [
-II .I.- I'J
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33.91Mb 33.92Mb 33.93M
— Reverse strand 25.53 kb i

Regulation Legend
B CTCFE
Open Chromatin
I Promoter Flank

Gene Legend
Protein Coding
o merged Ensembl/Havana
B Ensembl protein coding
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Protein domain RIS
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ENSMUSFOOOOO0042...
Transmembrane heli...

Variant Legend

Scale bar

Calcium homeostasis modulater tami
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Sequence vanants (dbSNP and all other sources) :
| | | ] ] 1 | |
missense variant
| synonymous variant
0 40 80 120 160 200 240 315
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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