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Project Overview @

Project Name Arrdcl
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy
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This model will use CRISPR/Cas9 technology to edit the Arrdcl gene. The schematic diagram is as follows:

Wild-type allele

KO allele y

°7Q CRISPR/Cas9 Uncoding region

. Coding region
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Technical routes
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> The Arrdcl gene has 12 transcripts. According to the structure of Arrdcl gene, exon2-exon8 of Arrdcl-201
(ENSMUST00000028349.13) transcript 1s recommended as the knockout region.The region contains 1187bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Arrdcl gene. The brief process is as follows: CRISPR/Cas9 system w
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Notice
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> According to the existing MGI data,homozygous null mouse embryonic fibroblasts exhibit reduced extracellular vesicle release.

> The Arrdcl gene is located on the Chr2. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This strategy 1s designed based on genetic information in existing databases.Due to the complexity of biological processes,

all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI) ==
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Arrdc1 arrestin domain containing 1 [ Mus musculus (house mouse) ]
Gene |D: 215705, updated on 3-May-2020

~ Summary o

Official Symbol Arrdc1 provided by MGI
Official Full Name arrestin domain containing 1 provided by MGI
Primary source MGIEMGI2446136
See related EnsemblENSMUSGO0000026972
(Gene type protain coding
RefSeq status WALIDATED
Organism Mus musculus
Lineage Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha; Muroidea; Muridae;
Murinag; Mus: Mus
Also known as  AIS57342; BCOO409
Expression Broad expression in stomach adult (RFKM 115.7), colon adult (RPKM 105.8) and 22 other tissues See maore
Orthologs human all
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The gene has 12 transcripts,all transcripts are shown below:

Name Transcript ID bp  Protein  Biotype ccDS UniProt Flags
Arrdc1-201 ENSMUST00000028349.13 1666  434aa CCDS50521¢ | Q99KN1& | [ TSL'A GENCODE basic 'APPRIS ALT2

Arrdc1-202  ENSMUSTO0000102935.9 | 1574 43333 CCDS15741 & | Q99KN1& | [ T8L:1 | GENCODE basic | APPRIS P3

Arrde1-206 ENSMUSTO0000133934.1 | 662 211aa = AZAIS9E CDS 3 incomplete TSL:2
Arrde1-204 | ENSMUSTO0000132074.1 | 253 . S4aa - FEQAG2 & CDS3 5 and 3" incomplete TSL:5
Arrdc1-208 ENSMUST000001449637 @ 903 @ 60aa | Nonsense mediated decay ' - ' DEF«‘:DRB@' TSL:3
Arrde1-207 ENSMUSTO0000142887.7 | 902 | 108aa || Nonsense mediated decay | - | ETANZ2¢ | CDS 5 incomplete  TSL:3
Arrdc1-212 ENSMUST00000156706.1 338 | No protein | Processed transcript - - T51:2

Arrdc1-211  ENSMUST00000155953.7 1590 | No protein || Retained intron ' - - TSL'5
Arrdc1-203 ENSMUST000001297847 974 | No protein || Retained intron - s TSL:3

Arrdc1-209 ENSMUSTO000001522407 = 775 | No protein || Retained intron - - TSL:2

Arrdc1-205 ENSMUST00000133396.1 717 | No protein | | Retained intron ' = - TSL:2

Arrde1-210 | ENSMUSTO0000155525.7 | 437 .NO protein | Retained intron = = T51:3

The strategy is based on the design of Arrdci-201 transcript, the transcription is shown below

< Arrdel-201
protein coding

-l Reverse strand 990 kb
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enomic location distribution E=5X 78
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Genes
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< Ehmt1-210 < Arrdel-201
- protein coding protein coding
g e e ot b ks | COENEE -1 . ——— ——1#
< Ehmt1-205 < Arrdcl-202
protein coding protein coding
cE e el ol ol ot | [ R —
< Ehmt1-201 < Arrdcl-211
protein coding retained intron
--------------------- 1 04— =1
< Ehmt1-203 < Arrdcl-208
protein coding nonsense mediated decay
--------------------- 1 O M1 —
< Ehmt1-202 < Arrdcl-203
protein coding retained intron
--------------------- 1 O0-M—— —]
< Ehmt1-217 < Arrdcl-207
nonsense mediated decay nonsense mediated decay
--------------------- 1 [
< Ehmt1-208 < Arrdel-209
retained intron retained intron
--------------------- 1 R 8
< Ehmt1-213 < Arrdcl-206
protein coding protein coding
--------------------- 1 o0
< Ehmt1-211 < Arrdel-210
protein coding retained intron
—— —
< Arrdcl-204
protein coding
0.0
< Arrdcl-212
processed transcript
— —
< Arrdel-205
retained intron
Regulatory Build. - IS  — ] B 200 u o
=1 i —
24.52Mb 24.53Mb 24.54Mb
—=agl Reverse strand 25.90 kb 1
Gene Legend
Protein Coding Mon-Protein Coding
B Ensembl protein coding B processed transcript
0 merged Ensembl/Havana B RNA gene
Regulation Legend
I CTCF Open Chromatin
B Promoter B Promoter Flank

0 Transcription Factor Binding Site
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All sequence SNPs/i Sequence variants (dbSHNP and all other sources) : _
Variant Legend
missense variant e splice region variant
1 synonymous variant
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Mouse phenotype description(MGI ) RIS

Phenotype Overview
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data, homozygous null mouse embryonic fibroblasts exhibit reduced extracellular vesicle

release.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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