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Project Overview @

Project Name Aldh4al
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy
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This model will use CRISPR/Cas9 technology to edit the Aldh4al gene. The schematic diagram is as follows:
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Technical routes
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> The Aldh4al gene has 3 transcripts. According to the structure of Aldh4al gene, exon2-exon7 of Aldh4al-201
(ENSMUST00000039818.9) transcript i1s recommended as the knockout region.The region contains 616bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Aldh4al gene. The brief process is as follows: CRISPR/Cas9 syste
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Notice

>l
)
:-:m

(@p)]
M

3
)
=
Q
—t
M
A
=0

> Part 3'UTR of Gm21969 will be knockout, and the effect on it 1s unknown.

> The Aldh4al gene is located on the Chr4. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This strategy i1s designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI) ==
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Aldh4a1 aldehyde dehydrogenase 4 family, member A1 [ Mus musculus (house mouse) ]
Gene |D: 212647, updated on 31-Mar-2020

< Summary
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Official Symbol Aldhdat provided by MGl
Official Full Name aldehyde dehydrogenase 4 family, member A1 provided by MGI
Primary source MGEMGI2443883
See related EnsemblENSMUSGO0000028737
GGene type protein coding
RefSeq status VALIDATED
Organism Mus musculus
Lineage Eukaryota; Metazoa; Chordata; Craniata; Vertebrata: Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha; Muroidea; Muridas;
Murinae: Mus; Mus

Also known as  Ahd1; P5cd; Ahd-1; Aldhd: P5cdh; Ssdh; PScdhl; PScdhs: AldhSat; E330022C09; A930035F14Rik

Expression Broad expression in liver adult (RPKM 211.3), kidney adult (RPKM 197.0) and 17 other tissues See more
Orthologs human all
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Transcript information (Ensembl)
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The gene has 3 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Biotype CCDS UniProt Flags
Aldh4a1-201 ENSMUST00000039818.9 3382  562aa | [ Protein coding CCDS188468% QB8CHTOE | TSL1 GENCODE basic APPRIS P1
Aldh4a1-203 | ENSMUSTO0000146309.7 | 4142 | No protein | Processed trans-:ript. - TS5
Ts1:3

Aldh4a1-202 ENSMUSTO00000124987.1| 615 | No protein |F’rucessedtranscript. -

The strategy is based on the design of Aldh4al-201 transcript, the transcription is shown below
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aldh4al-201 =
protein coding

Forviard strand
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26.82 kb
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Genomic location distribution = 7155
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I 46.83 kb Forviard strand e
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protein coding processed transcript protein coding
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1ffo2-203 = Aldh4a1-202 > Mir7020-201 >
protein coding processed transcript miRMA
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Gm21969-201 =
nonsense mediated decay

Contigs. Bx0D0454.33 > =
Regulatory Build. i ] F—] [ ] 1
139.62Mb 139.63Mb 139.64Mb 139.65Mb

] Reverse strand 46,83 kb |

Regulation Legend
i CTCF Enhancer Open Chromatin

H Fromoter I Promoter Flank 0 Transcription Factor Binding Site
Gene Legend

Protein Coding Moen-Protein Coding

B Ensembl protein coding Bl processed transcript

[ merged Ensembl/Havana I RNA gene
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Protein domain EERXIE AR
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ENSMUSPOO000043...

Low complexity (Seaq)

TIGREAM, Delta-1-pyrroline-5-carboxylate dehydrogenase

Superfamily. Aldehydel histidinal dehydrogenase

Pfam. Aldehyde dehydrogenase domain

All sequence SNPs/i...

Sequence variants (dbSNP and all other sources)

Variant Legend
missense variant synonymous variant

Scale bar 4} &0 120 180 240 300 360 420 480 562
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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