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Arhgap39 Cas9-KO Strategy
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Project Overview @

Project Name Arhgap39
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy
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This model will use CRISPR/Cas9 technology to edit the Arhgap39 gene. The schematic diagram is as follows:
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Technical routes
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> The Arhgap39 gene has 10 transcripts. According to the structure of Arhgap39 gene, exon3-exonS of Arhgap39-201
(ENSMUST00000036176.14) transcript is recommended as the knockout region. The region contains 1858bp coding sequenc

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Arhgap39 gene. The brief process is as follows: CRISPR/Cas9 sys
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Notice
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> The Arhgap39 gene is located on the Chrl35. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

>Transcript 203,206 CDS 3' incomplete the influences is unknown.

>Transcripts 204,209 maybe unaffected.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,

all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Arhgap39 Rho GTPase activating protein 39 [Mus musculus (house mouse)]
Gene |ID: 223666, updated on 25-Mar-2019
+ Summary EYE]

Official Symbol Arhgap39 provided by MGI
Official Full Name Rho GTPase activating protein 38 provided byMGI
Primary source MGIMGII0TESE
See related EnsemblENSMUSG00000033697T
Gene type protein coding
RefSeq status VALIDATED
Organism Mus musculus
Lineage Eukarycta; Metazoa; Chordata;, Craniata; Venebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus
Also known as 9530053N22, AlG43066, D15Wsu1659e, Kiaal1688, Porf-2
Expression Ubiguitous expression in ovary adult (EPKM 13.3), colon adult (RPKM 12.2) and 28 other tissuesSee more
Orthologs human all
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Transcript information (Ensembl) —Eyal
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The gene has 10 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Biotype CCDS UniProt Flags
Arhgap39-201 ENSMUSTOO000036176.14 | 4500 1109aa Protein coding | CCDS48654 | G3X8932 TS5 GENCODE basic APPRIS ALT 2

Arhgap39-202 ENSMUSTO0D000T77B21.8 | 4454 | 107Baa Protein coding | CCDS27592 | HTBX46 TSL:1 GENCODE basic APPRIS P3

Arhgap39-207 | ENSMUSTO00000176855.7 669 119aa Protein coding . H3BJM3 CDS 3' incomplete TSL:3
Arhgap39-204 | ENSMUSTO00000176219.7 542 44aa Protein coding - H3BKCE TSL:5 GENCODE basic
Arhgap39-203 ENSMUSTO0000175843.1 475 16aa Protein coding - H3BJUE CDS 3'incomplete TSL:3
Arhgap39-209 | ENSMUSTO00000177026.1 371 41aa Protein coding 2 H3BLS4 TSL:5 GENCODE basic
Arhgap39-206 ENSMUSTOOD001 76736 1 283 11aa Protein coding k H3BJWY CDS 3 incomplete TSL:3
Arhgap39-208 ENSMUSTOOO000177011.1 4145 | Mo protein | Retained infron - - 1511
Arhgap39-210 ENSMUSTO00000177255.1 730 Mo protein | Retained intron z 5 TSL2
Arhgap39-205  ENSMUSTOOD0017ET24 1 598 Mo protein | Retained intron 2 5 TSL2

The strategy is based on the design of Arhgap39-201 transcript, The transcription is shown below
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Genomic location distribution
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Genes

Gene Legend

Regulation Legend

114.19 kb

Forviard strand

76.72Mb
{ ]

Lrrc14-202 >
protein coding

I
Lrrcid4-201 >
protein coding

Lrrcid-204 >
protein coding

o
Lrrc1d4-207 >

76.74Mb 76.76Mb 76.78Mb 76.80Mb. 76.82Mb

Gm17271-201 >
processed pseudogens

nonsense mediated decay

Lrrc14-208 >
retained intron

=
Lrrc14-206 >
retained intron

il
Lrrc14-205 >
IncRNA

o
Lrrcid-210 >
protein coding

BB

(8]
< Lirc24-203

< Limc24-201 < Arhgap39-208
protein coding  retained intron

AC15655!

< Arhgap39-207

retained intron protein coding
A —t— —]
< Lmc24-202 < Arhgap3g-204
retained intron protein coding
m —_ .
< C030006K11R{k-201 < Arhgap3g-209
protein coding protein coding
=] — —
< CO30006K11Rik-206 < Arhgap39-210
IncRNA retained intron
o — —
< CO30006K11Rjk-202 < Arhgap3g-203
nonsense mediated decay protein coding
] — ——
< CD30006K11Rik-204 < Arhgap3g-206
retained intron protein coding
o
< CO30006K11Rik-205
retained intron
1]
< CD30006K11Rile-203
retained intron
ot — — — = =]
< Arhgap3g-202
protin coding
[0 e e e L — - — — —
< Arhgap3g-201
protein coding
L}
< Arhgap39-205
retained intron
I . 11 | =0 | I NN (.
| 1
[e— — — - o SN
76.72Mb T6.74Mb 76.76Mb 76.78Mb 76.80Mb 76.82Mb
=gReverse strand 114.19 kb

Protein Coding
B Ensembl protein coding
= merged Ensembl/Havana

Non-Protein Ceding
B RNA gene

B processed transcript
B pseudogene

B CTCF
Enhancer
Open Chromatin
EEE Promoter
m Promoter Flank
[ Transcription Factor Binding Site

SIHhEEAFLEDRBEBNABELAT

GemPharmatech Co., Ltd. 400-9660890



Protein domain EXISER
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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