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Project Overview @

Project Name Psmb7
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy
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Technical routes
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> The Psmb7 gene has 2 transcripts. According to the structure of Psmb7 gene, exon3-exon4 of Psmb7-201
(ENSMUST00000028083.5) transcript 1s recommended as the knockout region.The region contains 239bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Psmb7 gene. The brief process is as follows: gRNA was
transcribed in vitro.Cas9 and gRNA were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were
transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating positive FO generation mice with C57BL/6JGpt mice.
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> The knockout region is near to the N-terminal of Gm27634 gene,this strategy may influence the regulatory function of the N-
terminal of Gm27634 gene.

> The Psmb7 gene 1s located on the Chr2. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Psmb7 proteasome (prosome, macropain) subunit, beta type 7 [ Mus musculus (house mouse) ]
Gene 10: 19177, updated on 12-Aug-2019

{«| Summary

>
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Official Symbol Psmb7 provided by MGI
Official Full Name proteasome (prosome, macropain) subunit, beta type 7 provided by MGI
Primary source MGLEMGE107637
See related Ensembl ENSMUSG00000025750
Gene type protein coding
RefSeq status PROVISIONAL
Organism Mus musculus
Lineage Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia;
Myomorpha; Muroidea; Muridae; Murinae; Mus; Mus
Also known as  MC14; AUQ20723
Expression Ubiguitous expression in placenta adult (RPKM 135.6), CNS E11.5 (RPKM 125.0) and 27 other tissues See more
Orthologs human all

«~ Genomic context AT

Location: 2B:224.42 cM See Pemb? in Genome Data Viewer

Exon count: 10

Annotation release Status Assembly Chr | Location
108 current GRCm38.p6 (GCF_000001635.26) 2 MNC_000068.7 (33588046.. 38643952, complement)
| Build 37.2 previous assembly MGSCv37 (GCE_000001635.18) 2 NC_000068.6 (38443566..38499426, complement)
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Transcript information (Ensembl) Bl
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The gene has 2 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Biotype CCDs UniProt

Flags
Psmb7-201 | ENSMUST00000028083.5 | 1160  2VT7aa

The strategy is based on the design of Psmb7-201 transcript,The transcription is shown below

< Psmb7-201

protein coding
—a Fi=verse strand

56.05 kb
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Genomic location distribution
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38.58Mb : 38.59Mb 38.60Mb 38.61Mb 38.62Mb 38.63Mb 38.64Mb 38.65Mb
Genes Nek6-201 > Gm13586-201 >

(Comprehensive set... protein coding

I 1
Nek6-203 >
protein coding

I |
Nek6-202 >
protein coding

AL928896.6 >

Contigs

Genes
(Comprehensive set...

I I |
< Psmb7-201
protein coding

< Psmb7-202

retained intron

mMiRNA
Regulatory Build = = H Hl | 111 e — o lm iE 0
| i £ i @ |
33 58Mb 38.59Mb 38.60Mb 38.61Mb 38.62Mb 38.63Mb 38.64Mb 38.65Mb
—=m Reverse strand 76.05 kb
Gene Legend
Protein Coding Non-Protein Coding
B merged Ensembl/Havana I processed transcript
E Ensembl protein coding B RNA gene
H pseudogene
Regulation Legend
I CTCF B Enhancer
Open Chromatin B Promoter
I Promoter Flank B Transcription Factor Binding Site

processed pseudogene

ALB44842.29 >

< Gm27634-201
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ENSMUSP00000028...

PDB-ENSP mappings
Low complexity (Seg)
Superfamily

Prints
Pfam

PROSITE profiles
PROSITE patterns
PANTHER

Gene3D
CDD

All sequence SNPs/i...

Variant Legend

Scale bar

Nucleophile aminohydrolases, N-terminal

I
Peptidase T1A, proteasome beta-subunit
I

Proteasome beta subunil

Proteasome, subunit alpha/beta

Proteasome B-type subunit

_
Proteasome beta-type subunit, conserved site

PTHR11599

=
Proteasome subunit beta 7

Nucleophile aminohydrolases, N-terminal

cd03763

Sequence variants (dbSNP and all other sources)

missense variant I synonymous variant
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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