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Pxdn Cas9-KO Strategy

Designer: Huimin Su

Reviewer: Ruirui Zhang

Design Date: 2020-2-21
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Project Overview @

Project Name Pxdn
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy
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This model will use CRISPR/Cas9 technology to edit the Pxdn gene. The schematic diagram is as follows:
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Technical routes
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> The Pxdn gene has 8 transcripts. According to the structure of Pxdn gene, exon2-exon9 of Pxdn-202
(ENSMUST00000122328.7) transcript is recommended as the knockout region.The region contains 818bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Pxdn gene. The brief process is as follows: CRISPR/Cas9 system w
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Notice
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> According to the existing MGI data,Mice homozygous for an ENU-induced allele exhibit abnormal eye development with

early-onset glaucoma and progressive retinal dysgenesis.

> The Pxdn gene is located on the Chrl2. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This strategy 1s designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI) ==

Pxdn peroxidasin [ Mus musculus (house mouse) ]
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Gene |D:; 69675, updated on 4-Dec-2019

- Summary z|l?

Official Symbol Pxdn provided by MGI
Official Full Name peroxidasin provided by MGI
Primary source MGEMGI19165925
See related EnssmblENSMUSG00000020674
Gene type protein coding
Ref3eq status VALIDATED
Organism Mus musculus
Lineage Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomerpha; Muroidea; Muridae;
Murinae; Mus; Mus
Also known as  VPO1; C85409; mKIAAD230; E330004E07; 2310075M15Rik
Expression Broad expression in subcutansous fat pad adult (RPKM 54.0), limb E14.5 (RPKM 52.0) and 21 other tissues See mors
Orthologs human all

=~ Genomic context e

Location: 12; 12 A2 See Pxdn in Genome Data Viewer

Exon count: 24

: Annotation release Status Assembly Chr Location
108 current GRCm38.p6 (GCE_000001635.26) 12 NC_000078.6 (29936642.30017658)
Build 37.2 previous assembly MGSCv37 (GCF_000001635.18) 12 NC_000078.5 (30622901.30702523)

Chromosome 12 - NC_000078.6

[ 29527590 P [ 30135401 P
Myt1l Gl 5691
CB30051EL9Ri k GutB34E Tra
Gn31938 Gnd0 573
[ —
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Transcript information (Ensembl)
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The gene has 8 transcripts,all transcripts are shown below:

MName
Pxdn-202

Pxdn-208
Pxdn-201
Pxdn-205
Pxdn-207
Pxdn-206
Pxdn-204
Pxdn-203

Transcript ID
ENSMUST00000122328 7

ENSMUST00000220271.1

ENSMUST00000118321.2
ENSMUST00000155190.1

ENSMUST00000218620 1

ENSMUST00000155318.1

ENSMUST00000137316.1

ENSMUST00000126233.1

bp
6614
6377
2693
1024
4578
3406
787
768

Protein
1475aa

Mo protein
Mo protein
No protein
No protein

Mo protein

Biotype CCDS UniProt

| Protein coding CCDS25856%  Q3UQ28H
| Protein coding : ADATW2PBLY @
| Protein coding : D3Z5M7 &

| Processed transcript - -

Flags
TEL1  GENCODE basic APPRIS P1
T5L:5 GEMNCODE hbasic
T5L:1  GENCODE basic
TSL:2
Talsh

TSL:A
TSL:2
TSL:2

The strategy is based on the design of Pxdn-202 transcript,The transcription is shown below

Pxdn-202 =
protein coding

79.62 kb

Forward strand pe—
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Genomic location distribution RXI5 R
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I 100.05 kb Forward strand =
79.93Mb 29.94Mhb 79.55Mb 29.96Mhb 29.57Mb 29.98Mhb 79.55Mb 30.00Mb 30.01Mb 30.02Mhb
Genes =F')Cd 208 '
: n- =
(Comprehensive_set... S
B - — = == — —
Pxdn-202 =
protein coding
I R e i ) e B | 0
Pxdn-206 = Pxdn-205 > :
retained intron processed transcript
| el ] =%
Pxdn-201 = Pxdn-203 =
protein coding retained intron
0
Pxdn-204 >
retained intron
|y E il o e i B
Pxdn-207 >
retained intron
Contigs < AC]159626.2 < AC165078.2
Reaqulatory Build. | T = SRR H
29.93Mb 29.94Mb 29.93Mb 29.96Mb 29.957Mb 29.58Mb 29.95Mb 30.00Mb 30.01Mb 30.02Mb
—=mj Reverse strand 100.05 kb |
Regulation Legend
CTCF Enhancer
Open Chromatin I Fromoter
I Promoter Flank
Gene Legend
Protein Coding Mon-Protein Coding
B Enzembl protein coding B processed transcript
@ merged Ensembl/Havana
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Protein domain EERXIE AR
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ENSMUSPO0OD00D113...
Trensmembrane heli,.. ™
Low complexity (Seq)
Coiled-coils (Mcails) s
Cleavage site (Sian...
Superfamily. Immunaglobulin-like domain supertamily Haem peroxidase supertamily SSF37603

SSF32058
SMART. Cysteine-rich flanking regicn, C-terminal VW FC don

Qle o=t =7

Leucine-rich repeat, typical subtype

Immunoglobulin subtype 2
Immunoglobulin s ubtype
Immunoglabulin Y -set domain
Haem peroxidase, animal-type
NEEe—
Leucine-rich repeat Immunoglobulin I-set Haem peroxidase, animal-type VWFC don
PROSITE profiles, Leucine-rich repeat Immuncglobulin-like domain Haem peroxidase, animal-type VWFC dom
FROSITE patterns ;
PANTHER.
Gene3l . e e T
oo, e e s
: rariants (dbSMP and all other sources)
All sequence SNPsfi,,, - -dusncs vanant !
.......... quence SNPs/i... ! MWEL i nmw T man - |11 SRR SR EE 'R IEE
Variant Legend
missense variant e splice region variant
[ synonymous variant

Scale bar o 200 400 600 BOD 1000 1200 1475
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Mouse phenotype description(MGI ) RIS
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Phenotype Dvewlewﬂ
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Mice homozygous for an ENU-induced allele exhibit abnormal eye development with

early-onset glaucoma and progressive retinal dysgenesis.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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