RIS

GemPharmatech

A4gnt Cas9-KO Strategy

Designer: Yanhua Shen
Reviewer: Xueting Zhang
Design Date: 2020-2-14




|

3
e
St

(@p)]
Q)
—t
M
(&)
=

Project Overview @

Project Name A4gnt
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy %
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This model will use CRISPR/Cas9 technology to edit the A4gnt gene. The schematic diagram 1s as follows:

Wild-type allele A \ :i .: = ~
7 2 3
KO allele ,/ //
Qﬂ Cas9/sgRNA Uncoding region . Coding region
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Technical routes
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> The A4gnt gene has 1 transcript. According to the structure of A4gnt gene, exonl-exon3 of A4gnt-201
(ENSMUST00000042553.7) transcript is recommended as the knockout region.The region contains all of the coding

sequence.Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify A4gnt gene. The brief process is as follows: CRISPR/Cas9 system
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Notice
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> According to the existing MGI data,Mice homozygous for a knock-out allele exhibit gastric adenocarcinoma

with increased cell proliferation, angiogenesis, inflammation and gastric mucosal thickness.

> The A4gnt gene is located on the Chr9. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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A4gnt alpha-1,4-N-acetylglucosaminyltransferase [ Mus musculus (house mouse) ]

Gene 10: 333424, updated on 12-Aug-2019

Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Summary

Expression
Orthologs

Genomic context

Location: 9;9E3.3

Exon count: &

*r
)

Adgnt provided by MGI

alpha-1,4-N-acetylglucosaminyltransferase provided by MGI

MGEMGIE: 2143261

EnsemblENSMUSG00000037953

protein coding

REVIEWED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha; Muroidea; Muridas; Murinae;
Mus; Mus

Gm794; AV0E0780; Alphadgnt

This gene encodes a protein from the glycosyltransferase 32 family. The encoded enzyme catalyzes the transfer of N-acetylglucosamine to alpha-1,4-linked beta-
galactose residues. This enzyme is required for type Il mucin synthesis and it is largely associated with the Golgi apparatus membrane. The encoded protein appears to
be expressed in adenocarcinoma cells of pancreatic, biliary tract and gastric cancers. [provided by RefSeq, Jan 2010]

Biased expression in stomach adult (RPKM 13.0), duodenum adult {(RPKM 7.6) and 4 other tissues Ses more

human all

®UT

See Adgnt in Genome Data Viewer
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Transcript information (Ensembl) —Eyal
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The gene has 1 transcript,and the transcript is shown below:

Name Transcript ID bp Protein Blotype CcCDs UniProt Flags
Adgnt-201 ENSMUSTO0000042553.7 2757 341aa FProtein coding CCDS40740 | Q14BTE TSL:1 GENCODE basic APPRIS P1

The strategy is based on the design of 44gnt-201 transcript,The transcription is shown below

e

Adgnt-201 =
protein coding

5.87 kb Forviard stramnd e

SIHhEEAFLEDRBEBNABELAT GemPharmatech Co., Ltd. 400-8660890



Genomic location distribution FRER
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{(Comprehensive set... Adgnt-201 = Dzipll-205 =

protein coding protein codir
1] Cliigtn Gy
Dzipil-201 =
protein codir
|_|_- o et

Ceipll-203 =
protein n::n:Iu

Dzipil-204
protein cod

Contigs_ < ACL 36457.2 < AC157949.1
Requlatory Build i il i ] N

B

99.61Mb 99.62Mb 99, 63Mb
- Reverse stramd 29.87 kb |

zene Legend
Protein Coding
W merged Ensembl/Havana
B Ensembl protein coding

Regulation Legend
CTCF
Open Chromatin
B FPromoter
P Promoter Flank
1 Transcription Factor Binding Site
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Protein domain %

ENSMUSPOOO0ODO0D45...

Transmembrane heli.. =

Superfamily. Muclectide-diphospho-sugar transterases

Pfam. Gmcss-,'lh'ans;eras.e, DxD 5L:-gar-Eir!air!g miotif ﬂppa 1,4-:_:||l,.':-::-5~,.'Erar'seras.e ;nmairr

PROSITE profiles, PS551257
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Gene3l

All sequence SNPs/] Seguence vanants (dbSMNP and all other sources)

........................................ | | |

Variant Legend
missense variant

| synonymous variant
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Mouse phenotype description(MGI1 ) BRI R
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Mice homozygous for a knock-out allele exhibit gastric adenocarcinoma with increased

cell proliferation, angiogenesis, inflammation and gastric mucosal thickness.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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