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Project Overview @

Project Name Dhx34
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy

RIS

GemPharmatech

This model will use CRISPR/Cas9 technology to edit the DAx34 gene. The schematic diagram is as follows:
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Technical routes
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> The Dhx34 gene has 7 transcripts. According to the structure of DAix34 gene, exon3-exon7 of Dhx34-201
(ENSMUST00000094816.2) transcript i1s recommended as the knockout region.The region contains 1063bp coding sequence

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Dhx34 gene. The brief process is as follows: CRISPR/Cas9 systen

SIHhEEAFLEDRBEBNABELAT GemPharmatech Co., Ltd. 400-9660890



Notice
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> The Dhx34 gene is located on the Chr7. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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Dhx34 DEAH (Asp-Glu-Ala-His) box polypeptide 34 [ Mus musculus (house mouse) ]

Gene |D: 71723, updated on 27-Feb-2020

« Summary

Official Symbol
Official Full Name
Primary source
See related

GGene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Dhx34 provided by MGI

DEAH (Asp-Glu-Ala-His) box polypeptide 34 provided by MGI

MGEMGI: 1918973

Ensembl:ENSMUSG00000006015

protein coding

WVALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Eutelecstomi; Mammalia; Euthernia; Euarchontoglires; Glires; Rodentia;
Myomorpha; Muroidea; Mundae; Murinae; Mus; Mus

Ddx34; mKIAADT34; 12000138607Rik; 15810012L18Rik

Ubigquitous expression in thymus adult (RPKM 14.7), spleen adult (RPKM 13.58) and 28 other tissues See more

human all
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Transcript information (Ensembl) %=
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The gene has 7 transcripts,all transcripts are shown below:

Mame Transcr

ipt ID

Dhx34-201 | ENEMUSTO0000094816.2

Dhx34-207 | ENSMUSTOOO0D163968.7

Dhx34-203 | ENSMUSTOODO00T 1

102.7

Dhx34-202 | ENSMUSTOO0DOT1

7

oo D

95.7

Dhx34-204 | ENSMUST 0000012112

Ll
|

Dhx34-205 | ENSMUSTO0O00128452 .1

Dhx34-206 | ENSMUSTODO001335

18.1

bp
4073
3801
4310
4076
3880
1616
G52

Protein
1145aa
1145aa
1145aa
1145aa
1145aa
No protein

No protein

Blotype CcCDs

Protein coding | CCDS39783

UniProt Flags
ADADR4J217 TSL:1 GENCODE basic APPRIS P2

Protein coding | CCDS387B3

ACADR4J217 T5L:1 GENCODE basic APPRIS P2

Protein coding -

Protein coding -

Protein coding -

Retained intron -

D3YTV3 T5L:5 GENCODE basic APPRIS ALT2
D3YTV3 T5L:5 GENCODE basic APPRIS ALT2
D3YTV3 T5L:5 GENCODE basic APPRIS ALT2
k T3Lb
. TS5L:3

The strategy is based on the design of DAx34-201 transcript, The transcription is shown below
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24.77 kb

SIHEEABFLEDRTRBNAR

NG

GemPharmatech Co., Ltd.

400-8660890



l'_
4

Genomic location distribution TR GR

GemPharmatech

I 44.89 kb Forviard strand pe
16.1%Mb 16.20Mb 16.21Mb 16.22Mb 1EEI..23Mb
Genes
. Gm4d 5409
(Comprehensive set... processec
Contigs. AC156630.6 >
Genes Dhx34-204
: < Dhx3d-
(Comprehensive set... Bt ing
400 | ——— ] .|
< Dhx34-205 < Dhx34-206
retained intron IncRMNA
-t -
< Dhx34-207
protein coding
| S S, S Y S N e, S, SR N SR I e |
< Dhx34-203
protein coding
44—t At A
< Dhx34-202
protein coding
-t
< Dhx34-201
protein coding
Regulatory Build. | (] | [ B | =1
[
16.15Mb 16.20Mb 16.21Mb 16.22Mb 16.23Mb
—=mg Reverse strand 44,89 kb |

Gene Legend
Protein Coding
I Ensembl pratein coding

Non-Protein Coding
H processed transcript
I pseudogene

B RNA gene

Regulation Legend
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Protein domain RIS

GemPharmatech

EMSMUSPOOOOOOS2Z,..
MobiDBE lite

Superfamily. P—Ep containing I'ILiElEDEiE tri pEp;tE H",u"EHJEEE'

- s IR :
{2, ATP-binding domain Helicase-associated domain

Helicase, C-terminal

Pfam. HElica se, C-terminal HEliEEEE'EEE-{.‘EiEtE-EI domain Demain |::-1.' unknmaon function DUFLE0S

PROSITE profiles Helicase, C-terminal
|—'E|iCE|5E 5L.|::-e#ami|-,.' i/2; ATP-binding domain

PANTHER. FTHR 18934 5 F148
l":_F
All sequence SNPsfi... Sedauence vanants (dbSNP and all other sources) :
---------- e L0 T 11 71 O A [ AR O AT N |

1| I I i

Variant Legend
missense variant

0 synonymous variant

Scale bar o 100 200 300 400 500 600 700 BOD 200 1000 1145

I EELEFEDRERNEBEREAT GemPharmatech Co., Ltd. 400-9660890



g
>R
=)

If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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