@ E
GemPha

S Ul
=

M y=
(&)
=

t

Trmtll Cas9-KO Strategy

Designer: Yanhua Shen
Reviewer: Xueting Zhang
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Project Overview @

Project Name Trmtll
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy
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This model will use CRISPR/Cas9 technology to edit the 7rm¢11 gene. The schematic diagram is as follows:
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Technical routes

>l
)
:-:m

@
M
3
)
=
Q
—t
M y=
A
=

> The Trmtll gene has 6 transcripts. According to the structure of Trmtll gene, exon2-exon7 of Trmtl1-201
(ENSMUST00000019927.6) transcript 1s recommended as the knockout region.The region contains 607bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify 7rmt11 gene. The brief process is as follows: CRISPR/Cas9 systen
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Notice
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> The Trmtll gene is located on the Chrl0. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This strategy 1s designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Trmi11 tRNA methyltransferase 11 [Mus musculus (house mouse)]
Gene |ID: 73681, updated on 13-Mar-2020
+ Summary EYE]

Official Symbol Tt provided by MGI
Official Full Name tRNA methyltransferase 11 provided by MGI
Primary source MGIEMGI1920931
See related EnsemblENSMUSG00000019792
Gene type protein coding
RefSeq status VALIDATED
Organism Mus musculus
Lineage Eukarycta; Metazoa; Chordata;, Craniata; Venebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus
Also known as 2410075D05Rik, 3110045118Rik, AW213713
Expression Broad expression in liver E14 (RPKEM 1.8), CNS E11.5 (RPKM 1.6) and 23 other tissuesSee more
Orthologs human all
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The gene has 6 transcripts,all transcripts are shown below:

Name Transcript ID bp | Protein Biotype ccDs UniProt Flags
Trmt11-201 | ENSMUSTO00000019927.6 | 2358 | 460aa Protein coding CCDS23763 ESQKG3 TSL:A GENCODE basic APPRIS is a system to annotate alternatively spliced transcripts based on a range of computational methods to identify the most functionally important transcript(s) of a gene. APPRIS P1
Trmt11-206 | ENSMUSTO0000216790.1 | 1921 B2aa Nonsense mediated decay = ADAIL1SSBT TSLA
Trmt11-203 | ENSMUSTO000002155851 | 1576 B2aa Nonsense mediated decay = ADAILISSBT TSLA
Trmt11-202  ENSMUSTO0000215041.1 1 715 112aa Nonsense mediated decay - ADAILISVAS CDS 5" incomplete TSL:5
Trmt11-205 | ENSMUSTO0000216705.1 | 666 100aa Nonsense mediated decay - AQDAIL1SGZ0 CDS 5" incomplete TSL:3
Trmt11-204 | ENSMUSTO0000216636.1 | 1585 | No protein Retained intron = < TSLA

The strategy is based on the design of Trm¢11-201 transcript,the transcription is shown below:
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Genomic location distribution =Erya]F=

:
! 86.53 kb Forvrard strand g
30.54Mb 30.56Mb 30.5BMb 30.60Mb
Contigs. < AC153859.3
etbie DG 45233-201 Trrmtll-202 k':|
: < Gm - < Tr - < Hi
{comoreherisive.set. .. TEC nonsense mediated decay nons
—t it —
= Trmt11-201
protein coding
r—t —
< Trmt11-203
nonsense mediated decay
O — e
< Trmt11-206
nonsense mediated decay
1 e e
< Trmtl1-205
nonsense mediated decay
A
< Hii
proc
el
< Trmt11-204
retained intron
-
< Hii
prot
k-
<= Hi
prot
B
< Gm20300
IncRMNA
| 1 . I
30.59Mb 30.56Mb 30.58Mb 30.60Mb
g Reverse ctrand 86.53 kb |
Regulation Legend
CTCF
Enhancer

Open Chromatin
H Promoter
I Promoter Flank
[ Transcription Factor Binding Site

Gene Legend
Protein Coding
P merged Ensembl/Havana
B Ensembl protein coding

Non-Protein Coding
Bl RNA gene
H processed transcript

EHMRERNE 00-8660830



[ ] (] e ij—
Protein domain TR R
GemPharmatech

ENSMUSFOOOO0019...

Superfamily. S-adenosyl-L-methicnine- nt methyltransterase

Prints, PRODS07 i —

Pfam. Putative RNA methy ase domaimn ||

PROSITE profiles tRNA guanosine-2' -O-methyltmanstemse, TRM11

EE‘Q.EI[E.E’E;IE.[DE. E_'Iai & ettt lgase, N-& gdenine spaclt ~rrsar

All sequence SNPs/i... Sequence vanants (dbSNP and all other sources) | ]

Variant Legend
missense variant

[ synonymous variant

Scale bar 0 A0 B0 120 160 200 240 280 320 360 400 460

B B PR\ T GemPharmatech Co., Ltd. 400-8660890



g
>R
=)

If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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