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Project Overview @

Project Name B4galtl
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy RS
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This model will use CRISPR/Cas9 technology to edit the B4galtl gene. The schematic diagram is as follows:
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Technical routes
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> The B4galtl gene has 2 transcripts. According to the structure of B4galtl gene, exon2 of B4galti-201
(ENSMUST00000030121.12) transcript is recommended as the knockout region.The region contains 236bp coding sequence

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify B4galtl gene. The brief process is as follows: CRISPR/Cas9 syste
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> According to the existing MGI data,Homozygotes for targeted null mutations exhibit growth retardation,
low viability, excessive epithelial cell proliferation of skin and small intestine, sperm with reduced

fertilizing capacity, birthing difficulty, and mammary gland defects.

> The B4galtl gene is located on the Chr4. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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B4galt1 UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 1 [ Mus musculus (house mouse) ]
Gene 10: 14595, updated on 27-Aug-2019
~ | Summary |2
Official Symbol Bdgalt1 provided by MGI

Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as

UDP-GalbetaGlcMAC beta 1,4- galactosyltransferase, polypeptide 1 provided by MGI

MGEMGES5705

Ensembl ENSIUSGH0G00078413

protein coding

REVIEWED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Eutelecstomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia;
Myomorpha; Murcidea; Muridae; Murinae; Mus; Mus

GalT, Ggth; Ggth2; b4Gal-T1; B-1,4-GalT; B-1,4-GalT1; betadGal-T1; beta-1,4-GalT; beta-1,4-GalT1

Summary This gene encodes two distinct enzyme isoforms, a long membrane-bound form and a short scluble form. These alternate isoforms are
thought to be produced through alternative nested transcription initiation and different in-frame start codon usage. These enzymes
catalyze the transfer of galactose to acceptor sugars, such as N-acetylglucosamine and glucose. The long form of this enzyme is
localized to the trans-Golgi membrane and is involved in glycoconjugate biosynthesis. The short form functions in lactose biosynthesis
though formation of a heterodimer with aipha-lactalbumin. [provided by RefSeq, Nov 2012]
Expression Ubiguitous expression in adrenal adult (RPKM 28.6), ovary adult (RPKM 25.6) and 25 other tissues See mare
Orthologs human all
«| Genomic context A4
Location: 4 AS; 42046 ¢ See Bdgalt1 in Genome Data Viewsr

Exon count: 7
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Transcript information (Ensembl) SRR

The gene has 2 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Blotype cCDs UniProt Flags
Bdgalt1-201 | ENSMUSTOO0000030121.12 | 3983 | 3599aa | Protein coding | CCDS18051 | P15535 Q3U478 | TSL1 GENCODE basic APPRIS P1
Bdgalt1-202 ENSMUSTOOODOD10B096.2 | 1413 | 346aa | Protein coding - B1AXYS TSL1 GENCODE basic

The strategy is based on the design of B4galtl-201 transcript,The transcription is shown below

= B4galti-201
protein coding

- Reverse strand

49,40 kb
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Genomic location distribution RXL5 5
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Gene Legend
Protein Coding
H Ensembl protein coding
m merged Ensembl/Havana

MNon-Protein Coding
I RMNA gene

Regulation Legend
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Protein domain %

ENSMUSPOOOOO030...

Transmembrane heli... _—

MobiDB lite.

Low complexity (Sea)

Superfamily. Mucleotide-diphospho-sugar transterases

Prints, ElEtE'qu-'-gEl-E-Em'E-',’HIEEEI'EE-E
Pfam. Galacl:-:E-,'EranEEraE.E, r'-.'-termir:al Gala:tus.y'Erar'.E.EraE.e. C-terminal
PANTHER. T SR

Genesl ;

chD TEEER

All sequence SNPs/] Sequence variants (dbSNP and all other sources)

________________________________________ i (1] § ] ty I_

Variant Legend
missense variant

| synonymous variant

Scale bar 0 40 BO 120 160 200 240 280 3720 399

SIHhEEAFLEDRBEBNABELAT GemPharmatech Co., Ltd. 400-8660890



Mouse phenotype description(MGI1 ) BRI R
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Homozygotes for targeted null mutations exhibit growth retardation, low viability,

excessive epithelial cell proliferation of skin and small intestine, sperm with reduced fertilizing capacity, birthing

difficulty, and mammary gland defects.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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