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Ptprk Cas9-CKO Strategy

Designer: Daohua Xu
Reviewer: Huimin Su

Design Date: 2020-2-25
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Project Overview @

Project Name Ptprk
Project type Cas9-CKO
Strain background C57BL/6JGpt
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Conditional Knockout strategy

This model will use CRISPR/Cas9 technology to edit the Ptprk gene. The schematic diagram is as follows:
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Technical routes
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> The Ptprk gene has 11 transcripts. According to the structure of Ptprk gene, exon3 of Ptprk-201
(ENSMUSTO00000166468.1) transcript is recommended as the knockout region.The region contains 272bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Ptprk gene. The brief process is as follows:CRISPR/Cas9
system and Donor were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were transplanted to obtain
positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse model was obtained by mating

positive FO generation mice with C57BL/6JGpt mice.

> The flox mice will be knocked out after mating with mice expressing Cre recombinase, resulting in the loss of function of the

target gene 1n specific tissues and cell types.
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Notice
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> The Ptprk gene is located on the Chrl0. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of loxp insertion on gene transcription, RNA splicing and protein translation cannot be predicted at existing

technological level.
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Gene information (NCBI)
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Ptiprk protein tyrosine phosphatase, receptor type, K [Mus musculus (house mouse)]

Gene |ID: 19272, updated on 31-Jan-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Ptprk provided by MGI

protein tyrosine phosphatase, receptor type, K provided byMGIH

MGEMGE103310

EnsemblENSMUSG00000019689

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus

AlBE3I699, PTPK, RPTPkappa

Ubiguitous expression in kidney adult (RPKM 11.3), CNS E18 (RPKM 10.7) and 26 other tissuesSee more
human all
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Transcript information (Ensembl) e
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The gene has 11 transcripts,all transcripts are shown below:

Name Transcript ID bp @ Protein Biotype CCDs UniProt Flags
Ptprk-201 | ENSMUSTO0000166468.1 | 6177 | 1457aa | Protein coding | CCDS35874 35822 TSL:2 GENCODE basic APPRIS P2
Ptprk-202 | ENSMUSTO00000218276.1 | 4754 | 1471aa | Protein coding - ADATW2PTY 1 TSL:1 GENCODE basic APPRIS ALT2
Ptprk-203 | ENSMUSTOO0000218359.1 | 4669 | 1445aa | Protein coding - B2RRFO TSL:1 GENCODE basic APPRIS ALT2
Ptprk-210 | ENSMUSTO0000220357.1 | B48 282aa | Protein coding - ADATWEPTOE 5" and 3' truncations in transcript evidence prevent annotation of the start and the end of the CDS. CDS 5' and 3' incomplete TSL5
Ptprk-208 | ENSMUST 000002186211 | 392 36aa - AQA{W2PEK2 CDS 5'incomplete TSL5
Ptprk-207 | ENSMUSTO0000218478 1 | 3860 | No protein | Retained intron : : TSLA
Ptprk-205 EMSMUSTO0000218633.1 2986 | No protein | Retained intron : 3 TsLA
Ptprk-206 | ENSMUST00000219107.1 | 2364  No protein | Retained intron - - TSLINA
Ptprk-211 | ENSMUST00000220404.1 | 2172 | No protein | Retained intron - - TSLINA
Ptprk-209 ENSMUSTOODO0Z219761.1 1464  No protein | Retained intron = # TsL:2
Ptprk-204 | ENSMUST00000218584.1 | 2470 | No protein IncRNA - - T:8LA

The strategy is based on the design of Ptprk-201 transcript,The transcription is shown below

protein coding
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enomic location distribution
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Protein domain

GemPharmatech
ENSMUSPOOOOOL26G...
Transmembrane helj... ™ -
Low complexity (Seq)
Cleavage site [Sign...
Superfamily. Concanavalin A-like lectin/glucanase domain superfamily Protein-tyrosine pmpmse- iE
FIEH:I-I'I'E'EtiI'l type I1I superErnilyr
Immunoaglobulin-like demain superfamiby
SMART. MAM domain m;l:tl_ﬁr subtype FTP type protein phosphatase
Fiorenectin type 111 Protein-tyrosine phosphatase, catalyt
Frints MAaM Hurnain FTF type protein phosphatase
Pfam. AN Humain FlErunectin. type 111 PTP type protein pnusphatase
——
Immunoglobulin I-set
PROSITE profiles MAM domain  Immunaglobulin-like demain Terosine specific protein phesphata:
HErcr'Ed:ir' type I FTP type protein p-FES-F'-F.EltEEE
PROSITE patterns TEAM. doris TR T T s, A
PANTHER. TS
Geneal. 2.60,120,200 Protein-tyrosine phospratase e 0
M| segiienceSNRs: .. _5E'E|LIE_I'|I:E vanants (dbSMP and all other sources) .
------- 9 S 1 FrTiEEary § i b 11 K AR
Wariant Legend
missense variant
[ synonymous variant
Scale bar o 200 400 £00 800 1000 1200 1457

natech Co., Ltd.

400-8660890



Mouse phenotype description(MGI ) RIS

GemPharmatech

Phenotype Overview ﬂ

"y & &
PN 2
WL R o) i 5 W
o2 & O TS S &
2 &ﬂ && & I:{.ri*"‘ .;}?f"ﬁ"'L 3% &% o @f‘(\ » &7 O & .—a":"fa A7 ¥
&a‘"ﬁ_ @q‘a;ﬂ é&d}ﬁa& 0 d}&ﬁ Bl {@q,ﬁ ”@{@&ﬁ&a @gﬁﬁ i@":i:iﬁr @‘F{pﬁ?&a@ \aﬁ{@tﬁ" & @&&Hﬁc’&#
SIS a“&*‘ F g ® © 209 PP
¥ o P &$ ST &9 eﬁc‘ae- & \«:5?'(5'&39 = 'ﬁ"'@%n‘f:\ @a‘-ﬁﬁ&pﬁ&éﬁ@ @{ﬁtﬁﬂ &GP 3P

Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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