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Project Overview @

Project Name Semabd
Project type Cas9-CKO
Strain background C57BL/6JGpt
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Conditional Knockout strategy @ b o

This model will use CRISPR/Cas9 technology to edit the Sema6d gene. The schematic diagram is as follows:
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Qﬂ CRISPR/Cas9 Uncoding region - Codling region D LoxP
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Technical routes

>R
)
:-:m

=3

GemPha tec

> The Semab6d gene has 11 transcripts. According to the structure of Sema6d gene, exon2-exonl8 of Sema6d-203
(ENSMUST00000077847.11) transcript is recommended as the knockout region. The region contains all of the coding

sequence.Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Sema6d gene. The brief process is as follows:CRISPR/Cas9
system and Donor were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were transplanted to obtain
positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse model was obtained by mating

positive FO generation mice with C57BL/6JGpt mice.

> The flox mice will be knocked out after mating with mice expressing Cre recombinase, resulting in the loss of function of the

target gene 1n specific tissues and cell types.
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> According to the existing MGI data,Mice homozygous for a knock-out allele exhibit normal dendritic cell

trafficking and antigen-specific T cell priming.

> The Semabd gene is located on the Chr2. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of loxp insertion on gene transcription, RNA splicing and protein translation cannot be predicted at existing

technological level.

SIHEEABFLEDRTRBNABRAT GemPharmatech Co., Ltd. 400-9660890



[

Gene information (NCBI) T
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Semabd sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6D [Mus musculus
(house mouse)]

Gene |D: 214968, updated on 12-Mar-2019
+ Summary EYIE

Official Symbol Sematd provided by MGI
Official Full Name sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 60 provided byME1
Primary source MGEIMGIZ2387661
See related EnsemblENSMUSGO00000027200
Gene type protein coding
RefSeq status VALIDATED
Organism Mus musculus
Lineage Eukaryota; Metazoa; Chordata;, Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murcidea; Muridae; Murinae; Mus; Mus
Also known as 1110067B02Rik, AA409156, D330011G23, mKIAA1479
Expression Ubiquitous expression in cerebellum adult (RPKM 11.2), lung adult (RPKM 8.6) and 27 other tissuessSee more
Orthologs human all
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Transcript information (Ensembl) RIS
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The gene has 11 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Biotype cCcDs UniProt Flags

Sema6d-203 | ENSMUSTO00C0077E47.11 | 6444 | 1054aa CCDS16672 | Q7EKFO TSL:5 GENCODE basic APPRIS ALTH

Sema6d-204 | ENSMUSTOO00D007B521.11 | 6372 | 1030aa CCDS38225 | Q7VEKFO TsL:5 GENCODE basic APPRIS ALTH

Sema6d-202 | ENSMUSTOOD0007E33511 | 6276 998aa KFO TSL1 GENCODE basic APPRIS ALTAH

hd

CCDE16671 | QT
C

Semabd-206 ENSMUSTOO000103239.9 6225 1073aa CDS16673 | Q76KFO TsSL:5 GENCODE basic APPRIS P4

Semab6d-208 ENSMUSTO0D00103241.7 6157 998aa CCDS16671 | Q768KFO TSL5 GENCODE basic APPRIS ALTH

Sematd-201 ENSMUSTO00D0005141914 | 4503 | 1011aa CCDS16670 | QFEKFO T5L1 GENCODE basic APPRIS ALTH

Sema6d-207 ENSMUSTOD0001032408 | 4372 | 1069aa CCDS71132 | A2AWT3 TSL:1 GENCODE basic APPRIS ALTAH

Semabd-205 ENSMUSTOO000103238.1 3165 1054aa CCDS16672 | Q7GKFO TSL1 GENCODE basic APPRIS ALT1

Sema6d-209 ENSMUSTO0000132088.1 4475 Mo protein | Retained intron 3 = TsL2
Sema6d-210 ENSMUSTO0D00137172.1 713 | No protein | Retained intron - 4 TsL:2
Sema6d-211 ENSMUST 000001511991 746 Mo protein IncRMA 4 2 TsL3

The strategy is based on the design of Sema6d-203 transcript,The transcription is shown below
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enomic location distribution E=5X 78

I 597.80 kb Forvard strand pee—
124.1Mb 124.2Mb 124.3Mb 124.4Mb 124.5Mb 124.6Mb
GEres mﬂ Sematd-209
: ma6d- = ma6d- >
iSompreiensive. etz retained intron retained intron
Bt — T m T —l
Sema6d-208 =
protein coding
e =+ |
Semabd-211 > Semabd-203 =
IncRMA protein coding
I=——=11
Sema6d-204 =
protein coding
i |
Semabd-202 =
protein coding
Bl

Semabd-201 =
protein coding
=
Sema6d-206 =
protein coding
===
Sema6d-207 =
protein coding

m

Semal

protel

Contigs L 70.7 ALB3IIB0E.4 >

H
< 4830517E11Rik-201
IncRNA

W
< 4930583P06Rik-201

IncRNA
Regulatory Build. N Rl I | I | 1 | [ L | | | ll ¥L R
| | I | | il
124.1Mb 124.2Mb 124.3Mb 124.4Mb 124.5Mb 124.6Mb
- Reverse strand 597.80 kb i

Gene Legend
Protein Coding
B Ensembl protein coding
mm merged Ensembl/Havana

Mon-Protein Coding
I RNA gene
B processed transcript

Regulation Legend

I

CTCF

Enhancer

Open Chromatin

B FPromoter

B Promoter Flank

[0 Transcription Factor Binding Site

00-8660890



Protein domain SR
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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