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Project Overview @

Project Name Nwdl

Project type Cas9-KO

Animal background CS57BL/6JGpt
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Knockout strategy aatca Bl

This model will use CRISPR/Cas9 technology to edit the Nwd1 gene. The schematic diagram is as follows:
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Technical routes aai

a

> The Nwdl gene has 9 transcripts. According to the structure of Nwdl gene, exon4-exon9 of Nwd1-204 transcript is
recommended as the knockout region.The region contains 2209bp coding sequence.Knock out the region will result

in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Nwd1 gene. The brief process is as follows:CRISPR/Cas9 system
transcribed in vitro, donor was constructed.Cas9, gRNA and Donor were microinjected into the fertilized eggs of
C57BL/6JGpt mice .Fertilized eggs were transplanted to obtain positive FO mice which were confirmed by PCR and

sequencing. A stable F1 generation mouse model was obtained by mating positive FO generation mice with C57BL/6JGpt mic
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» Transcript Nwd1-207 may not be affected.

» The Nwdl gene is located on the Chr8. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

» This Strategy is designed based on genetic information in existing databases. Due to the complexity of gene transcription

and translation processes, all risks cannot be predicted under existing information.
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Gene information (NCBI) LR
Nwd1 NACHT and WD repeat domain containing 1 [Mus musculus (house mouse)]
Gene |D: 319555, updated on 31-Jan-2019
-« Summary 2|7

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Nwd1 provided by MGI

NACHT and WD repeat domain containing 1 provided byMGI

MGIMGL2442268

EnsemblENSMUSG00000048148

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Muroidea; Muridae; Murinae; Mus; Mus

A230063L24Rik

Biased expression in thymus adult (RPKM 6.0), frontal lobe adult (RPKM 5.5) and 8 other tissuesSee more
human all
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Transcript information (Ensembl)

RIS

GemPharmatech

The gene has 9 transcripts, and all transcripts are shown below :

Name
Nwdi-204
Nwd1-209
Nwd1-201
Nwd1-206
Nwd1-202
Nwd1-208
Nwd1-203
Nwd1-207
Nwd1-205

Transcript ID
ENSMUSTO00000161254.8

ENSMUSTO0000228312.1

ENSMUSTOD000093427 10

ENSMUSTO000D161557.7

ENSMUSTO0D001E60443.7

ENSMUSTO0000163026.7

ENSMUSTODDD0160912.9

ENSMUSTOOO00162248 1

ENSMUSTO0000161386.7

bp
10792
10789
7B40
4301
4126
4274
4231
645
3826

Protein
1521aa

1562aa

&

1563aa

77aa

faa

=

Mo protein
Mo protein
Mo protein

Mo protein

Biotype

Monsense mediated decay

Monsense mediated decay

Processed transcript

Processed transcript

Processed transcript

CCDs UniProt Flags

CCDh522418 EOCX99 T5L1 GENCODE basic

5 AODAZI3BREE6 | GENCODE basic APPRIS P
- ABHE0D3 TSL:5 GENCODE basic
- EOCY 71 THLA
g EQOCY 71 TSLS
# - T8L:A
z - T8l
- - TsL3

% - TSLA

The strategy is based on the design of Nwd1-204 transcript, The transcription 1s shown below
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Nwd1-204 >
protein coding
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Genomic location distribution FRAXLS

GemPharmatech

I 51.17 kb Forviard strand e
72.64Mb 72.66Mb 72.68Mb 72.70Mb 72.72Mb
Genes I- e i e Al o i e e e i (T e ot il il o R H---
? Nwd1-201 > Sin3b-:
(Comprehensive set... el Al
e i e e s e | e maia e ] H---
Nwd1-205 = Sin3b-:
retained intron protein
Nwd1-206 > Sin3b-:
nonsense mediated decay protein
el e T——
Nwd1-204 >
protein coding
| e i e A, ) i | e e oo i i e o i iy o R
Nwd1-209 >
protein coding
h‘#w&“wm m_..
Mwd1-202 > Sin3h-:
nonsense mediated decay protein
PAWWD

Nwd1-203 >

processed transcript

| i B o i 5§ i e | i ety i
Nwd1-208 >

processed transcript

Nwd1-207 >
processed transcript
1
Gm26237-201 >

miRMNA
. L]

11 ] I |
72.64Mb 72.66Mb 72.68Mb 72.70Mb 72.72Mb
—amReverse strand 91.17 kb |

Regulation Legend
| CTCF
Enhancer

Open Chromatin
I Promoter
I Promoter Flank
[ Transcription Factor Binding Site

Motif Feature Legend
I Verified experimentally
e Not verified

Gene Legend
Protein Coding
B Ensembl protein coding
I merged Ensembl/Havana

Non-Protein Coding
M processed transcript
I RNA gene
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Protein domain PR
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890




