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Rnpsl Cas9-KO Strategy

Designer: Daohua Xu
Reviewer: Huimin Su

Design Date: 2019-11-26




|

3
e
St

(@p)]
Q)
—t
M
(&)
=

Project Overview @

Project Name Rnpsl
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy %
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This model will use CRISPR/Cas9 technology to edit the Rnpsl gene. The schematic diagram is as follows:

Wild-type allele 4 :h oc = ) - hi — N —
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Qﬁ Cas9/sgRNA Uncoding region ||l Coding region
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Technical routes
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> The Rnpsl1 gene has 11 transcripts. According to the structure of Rnpsl gene, exond-exon6 of Rnpsl-201
(ENSMUST00000088512.12) transcript is recommended as the knockout region.The region contains 449bp coding sequence

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Rnpsl gene. The brief process is as follows: CRISPR/Cas9 system
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Notice

>l
)
=

~
g}
A
=

GemPha

> The Rnps1 gene is located on the Chrl7. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI) %X
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Rnps1 ribonucleic acid binding protein $S1 [Mus musculus (house mouse)]

Gene |ID: 19826, updated on 12-Mar-2019

+ Summary BB
Official Symbeol Rnps1 provided by MGI
Official Full Name ribonucleic acid binding protein 51 provided byMG1

Primary source MGIEMGLESTAED
See related EnsemblEMSMUSGO0000034581
Gene type protein coding
RefSeq status VVALIDATED
Organism Mus musculus
Lineage Eukaryota, Metazoa, Chordata;, Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Muroidea; Muridae; Murinag; Mus; Mus
Expression LUbiquitous expression in CNS E11.5 (RPKM 88.5), CNS E14 (RPKM B6.1) and 28 other tissuesSee more
Orthelogs human all
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Transcript information (Ensembl)
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The gene has 11 transcripts,all transcripts are shown below:

Name
Rnps1-203
Rnpsi-201
Rnpsi-202
Rnps1-207
Rnps1-209
Rnps1-208
Rnps1-210
Rnps1-206
Rnps1-205
Rnps1-211
Rnpsi-204

Transcript ID

ENSMUSTO0000163717 1

ENSMUSTOD0000BB512.12

ENSMUSTO0D00115371.8

EMNSMUSTO0000234342 1

ENSMUSTO0000234729 .1

ENSMUSTO0000234630.1

ENSMUSTO0000234832 1

ENSMUSTO0000234233.1

ENSMUSTO0000234154 1

ENSMUSTO0D000234877 .1

ENSMUSTO0000234089 1

bp
1920
1816
1646
2106
1839
1486
i
548
501
1769
341

Protein
305aa
305aa
2B82aa

Mo protein
Mo protein
Mo protein
Mo protein
Mo protein
Mo protein
Mo protein

Mo protein

Biotype

cCcDs UniProt
CCDS374688 | Q99M28
CCDE37488 | Q99M28
CCDS37487 | Q95M28

Flags
TSL:5 GENCODE basic APPRIS P4
TSL:1 GENCODE basic APPRIS P4
TSL:1 GENCODE basic APPRIS ALT1

The strategy is based on the design of Rups-201 transcript, The transcription is shown below

11.24 kb

Rnps1-201 =
protein coding

Forward strand me
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Genomic location distribution RRLE)
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Gene Legend

Protein Coding
B Ensembl protein coding
W merged Ensembl/Havana

Non-Protein Coding
E processed transcript
BN RNA gene

Regulation Legend
R CTCF
Open Chromatin
B Promoter
I Promoter Flank
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Protein domain EERXISR

GemPharmatech

G<ESD

ENSMUSPOOOO0O0BS...
MohiDB lite

Low complexity (Seq)
Cﬂnser\fed Dﬂmains e\

hmmpanther. PTHR 15451
Superfamily domains RMA-binding domain supertami
SMART demains. RMA recognition mott domain

RMA recegnition motit domain

RMNA recognition rru}t# domain

T N PR BinAdine slpnbha-k N I o—)
IRuClectide-Dingir gipha-beta plait goman superramil

Sequence vanants (dbSNP and all other sources)

All seguence SNPs/i... i i i i i1
Variant Legend
missense variant 0 synonymous variant
Scale bar 0 40 B0 120 160 200 240 305

GemPharmatech Co., Ltd.



g
>R
=)

If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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