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Arfgap3 Cas9-KO Strategy
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Project Overview @

Project Name Arfgap3
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy RS

GemPharmatech

This model will use CRISPR/Cas9 technology to edit the Arfgap3 gene. The schematic diagram is as follows:
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Technical routes
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The Arfgap3 gene has 6 transcripts. According to the structure of Arfgap3 gene, exon2 of Arfgap3-201
(ENSMUST00000067215.8) transcript 1s recommended as the knockout region.The region contains 119bp coding sequence.

Knock out the region will result in disruption of protein function.

In this project we use CRISPR/Cas9 technology to modify Arfgap3 gene. The brief process is as follows: CRISPR/Cas9 syste
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Notice
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The Arfgap3 gene is located on the Chrl3. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

Transcript Arfgap3-204 may not be affected.

This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information
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Arfgap3 ADP-ribosylation factor GTPase activating protein 3 [Mus musculus (house mouse)]

Gene |ID: 66251, updated on 31-Jan-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Arfgap3d provided by MGI

ADP-ribosylation factor GTPase activating protein 3 provided byMGI

MGEMGE1913501

EnsemblENSMUSG00000054277

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus

0610009H19RIk, 1810004P0TRIk, 1810035F16Rik, 9130416J18Rik, Arfgap1

Ubiguitous expression in testis adult (RPKM 30.0), colon adult (RPKM 25.7) and 28 other tissuesSee more
human all
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Transcript information Ensembl
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The gene has 6 transcripts,all transcripts are shown below:

Name
Arfgap3-201
Arfgap3-202
Arfgap3-204
Arfgap3-206
Arfgap3-203
Arfgap3-205

Transcript ID
ENSMUSTO0000067215.8

ENSMUSTOD000226124 .1

ENSMUSTO0000226764 .1

ENSMUSTO0DDD227511.1

ENSMUSTOD000226411.1

ENSMUSTOD000226816.1

bp Protein
2619 524aa
2461 523aa
741 105aa

600 @ Mo protein
493 | No protein
1186 No protein

Blotype

FProtein coding

Protein coding

Protein coding

Retained intron

Retained intron

Inc:HNA

CCDS
CCD549683

UniProt
AQAOR4J4OTE

ADAZIIBAYD

T5L1 GENCODE basic APPRIS P2
GENCODE basic APPRIS ALT 2

CDS &' incomplete

The strategy is based on the design of Arfgap3-201 transcript, The transcription is shown below
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< Arfgap3-201
protein coding
50.51 kb i

- Feverse strand
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Genomic location distribution
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Gene Legend

Regulation Legend

I 70.51 kb Forward Stl?l'ldh—l
B£3.30Mb £3.32Mb 83.34Mb 83.36!
AC165945.7 >
i S S e N R i SSE— I N e S (N — — |
< Arfgap3-201
protein coding
- 0 R [ 1
< Arfgap3-205 < Arfgap3-206 < 1700001L
IrcRMA retained intron InCRMA
b~-—--+—tt+ At A 4
< Arfgap3-202
protein coding
et [kdl- -
< Arfgap3-203 < 17C
retained intron IncRM
[ |
= Arfgap3-204 < 17C
protein coding IncRM
I]-_
<l
Inck
LI — il | | N |
| ' | |
83.30Mb 83.32Mb 83.34Mb B3.36!
— Reverse strand 70.531 kb |

Protein Coding
™ merged Ensembl/Havana
B Ensembl protein coding

Non-Protein Coding
B processed transcript
I RMA gene

B CTCF

Enhancer

Open Chromatin
I Fromoter
I Promoter Flank

GemPharmatech C

400-8660890



[ ] [ ] ”l'_
Protein domain RXL5 R
GemPharmatech
EMNSMUSPOOOOO0GLE.. .
MobiDB lite — _ = -
Low complexity (Seq)
Superfamily. ARHEAP: Fte:ﬂ-liEE zinc ﬁr&g-e-r
[ i it =l e A e L ik
SMART Art GTPFase activating protein
Prints, m GTPase activating protein
Pfam. AT C1Mase activating protein
PROSITE profiles .i'-# GTPase activating protein
PANTHER. PTHRAS
] n ! i ) i
l |

Variant Legend

B frameshift variant

missense variant

B splice region variant

I synonymous variant
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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