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Project Overview @

Project Name Shisad
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy RS

GemPharmatech

This model will use CRISPR/Cas9 technology to edit the Shisa5 gene. The schematic diagram is as follows:
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Technical routes
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The Shisa5 gene has 19 transcripts. According to the structure of Shisa5 gene, exonl-exon3 of Shisa5-202
(ENSMUST00000112059.9) transcript is recommended as the knockout region.The region contains start codon ATG.

Knock out the region will result in disruption of protein function.

In this project we use CRISPR/Cas9 technology to modify Shisa5 gene. The brief process is as follows: CRISPR/Cas9 systen
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Notice
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According to the existing MGI data,Mice homozygous for a knock-out allele are viable, fertile and exhibit
no apparent phenotype.

The Shisa5 gene 1s located on the Chr9. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,

all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information
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Shisab shisa family member 5 [Mus musculus (house mouse)]

Gene |ID: 66940, updated on 31-Jan-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Shisas provided by MGI

shisa family member 5 provided byMGE

MGEMGE1915044

EnsemblENSMUSG00000025647

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus

2310008D10Rik, 6430628105Rik, Scotin, mShisas

Biased expression in spleen adult (RPKM 466.2), mammary gland adult (RFKM 229.2) and 14 cther tissuesSee more
human all
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Transcript information Ensembl BRI

Pharmat
GemPharmatech
.
: :
The gene has 19 transcripts,all transcripts are shown below:
Name Transcript ID bp  Protein Biotype ccDs UniProt Flags
Shisa5-202 | ENSMUSTO00001120589 (1910 | 236aa Frotein coding CCDS72309 Q8D7I0 TSLA GENCODE basic APPRIS ALT2
Shisa5-201 | ENSMUSTO00000026737.11 | 1834 | 235aa coding CCDS23543 QSD7I0 TSL:1 GENCODE basic APFPRIS P3
203 | ENSMUST00000154184.4 (1038 | 132aa coding | CCDS40771 Q9D7I0 TSL:1 GENCODE basic
Shisa5-218 | ENSMUST00000200515.4 | 1005, 171aa Protein coding S QoD7In TSL:A GENCODE basic
Shisa5-204 | ENSMUST00000196954.4 | 843 | 133aa Protein coding . ADADG2JGK4 TSL:3 GENCODE basic
214 | ENSMUSTO000D0198708.4 | 771 133aa Protein coding - ADADG2JGK4 TSL:5 GENCODE basic
Shisa5-205 | ENSMUST00000197099.4 | 742 | 167aa coding v ADA0G2JGPE TSL:3 GENCODE basic
216 | ENSMUST 000001998684 | 563 | 13Taa coding. - ADADG2JERD CDS 5' incomplete TSL:1
Shisa5-207 | ENSMUSTO0000197483.4 | 5634 133aa Protein coding - ADADG2JGKA TSL:3 GENCODE basic
Shisa5-209 | ENSMUSTO00001982681.1 | 445 | 73aa Protein coding, - ADAOG2JGI8 ©DS 3' incomplete TSL:5
219 | ENSMUST 000002006294 | 368 | T2aa Protein coding - ADADG2JDK5 CDS 3 incomplete TSL:2
Shisa5-210 | ENSMUSTO0000198295.4 | 366 70aa Protein coding - ADADG2JGWA CDS 3'incomplete TSL:3
Shisa5-211 | ENSMUST00000198376.4 | 365 | B3aa coding . ADADG2JG03 CDS 3 incomplete TSL:2
208 | ENSMUSTO00000197689.4 | 347 | 53aa coding - ADADG2JERS CDS 3 incomplete TSL:5
Shisa5-217 | ENSMUSTO0000200366.4 | 697 | Mo protein ipt 3 s TsL:2
Shisa5-212 | ENSMUSTO0000188591.4 | 515 | MNo protein | Processed transcript - - TsL2
206 | ENSMUST00000197194.1 | 389 | No protein | Processed transcript - - TsL3
Shisa5-213  ENSMUSTO00000198639.1 [2010 No protein | Retained intron . - TsL
Shisa5-215 | ENSMUST0000019928681 | 343 | No protein Retained intron + = TSL3
The strategy is based on the design of Shisa5-202 transcript,The transcription is shown below
I 19.21 kb Forviard stramnd e

Shisa5-202 =
protein coding
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Genomic location distribution & 7X75 5
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Protein domain RIS
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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