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Project Overview @

Project Name Corolc
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy RS
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This model will use CRISPR/Cas9 technology to edit the Corolc gene. The schematic diagram is as follows:
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Technical routes
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> The Corolc gene has 11 transcripts. According to the structure of Corolc gene, exon2-exon3 of Corolc-201
(ENSMUST00000004646.12) transcript is recommended as the knockout region. The region contains start codon ATG.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Corolc gene. The brief process is as follows: CRISPR/Cas9 syster
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Notice
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> The Corolc gene is located on the Chr5. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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Coro1c coronin, actin binding protein 1C [Mus musculus (house mouse)]

Gene |ID: 23790, updated on 7-Apr-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Coro1c provided by MGI

coronin, actin binding protein 1C provided byMGH

MGEMGE1345964

EnsemblENSMUSG00000004530

protein coding

FROVISIOMAL

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus

ALD22675, AW455561, AWS4B837, CRN2

Ubiguitous expression in large intestine adult (RPKM 69.2), colon adult (RPKM 57.1) and 28 other tissuesSee more
human all
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Transcript information (Ensembl) —Eyal
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The gene has 11 transcripts,all transcripts are shown below:

Name Transcript 1D bp | Protein Biotype ccDs UniProt Flags
Corole-201 | ENSMUST 0000000464612 | 3491 | 474aa Protein coding CCDS19555 | Q9WUM4 | TSL1 GENCODE basic APPRIS P
Corole-203 | ENSMUSTOO000163264 7 | 456 BSaa Protein coding 3 ESPV.JA CDS 3'incomplete TSL:2
Corolc-207 | ENSMUSTO00001683991 | 393 GGaa Protein coding £ ESPZJ0 CDS 3'incomplete TSL5
Corolec-205 | ENSMUSTOD000164980.7 | 3136 159aa Monsense mediated decay - ESPX03 TS
Corolc-206 | ENSMUSTOOD0D166647.7 | 748 | No protein FProcessed transcript : 7 T5L:3
Corolc-208 | ENSMUSTOO0001684931 | 524 | No protein Frocessed franscript - # TSLS
Coro1ec-210 | ENSMUSTOOC00C171630.1 | 5130 | No protein Retained intron J = TsLA
Coroic-204 | ENSMUSTOODD0163985.7 | BOS | No protein Retained intron - - TsL2
Corolc-209 | ENSMUSTOO0001686341 | 799 | No protein Retained intron 5 7 TsL2
Corole-202 | ENSMUSTOO000111283.2 | 666 | No protein Retained intron - # TSL3
Corolc-211 | EMSMUSTOO000172016.1 | 202 | No protein Retained intron t 7 TSLE

The strategy is based on the design of Corolc-201 transcript,The transcription is shown below
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Genomic location distribution RRLE)
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Mouse phenotype description(MGI1 ) BRI R

GemPharmatech

Fhaap:nt}rpg Overview ﬂ

xS
& @'ﬁ xﬁﬁb "?{b
ol S o &
. & -ﬁ"h “&d ‘Q"‘a-.b_' ‘L@ ‘.ﬁ &
s ® & FAN S _f"a & a‘f 3
w.f' q"q—} l::s.'@h ‘5} &"f \‘E‘lpﬁ %Q&%&% é..ﬁ' w2 #{‘ & {:{:!] -f"h-a ".';:"" _:F {_\.
& "Sa)ﬁ* T PN TP S N Hﬂdx@ & 25 @ﬂqﬂ' 5
e gt WA o ST o? & E"g*b-,ﬁxaaﬁ\?ql@@b &ﬁ*&*
O s ‘“&(Pu e S $:£§° o O &V 0o a0
*&bﬁaﬁ&"%ﬁ{&ﬁ‘ e o &‘(gﬁ?‘{@‘ﬂp"ﬁﬁ"ﬁ&‘l‘:‘ TR ifﬁ”a {ﬂ';

Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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