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Bclllb Cas9-KO Strategy
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Project Overview @

Project Name Bclllb
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy RS
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This model will use CRISPR/Cas9 technology to edit the Bc/l1b gene. The schematic diagram is as follows:
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Technical routes
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> The Bcll1b gene has 3 transcripts. According to the structure of Bclllb gene, exon2-exond of Bclllb-201
(ENSMUST00000066060.10) transcript is recommended as the knockout region. The region contains 2597bp coding sequenc

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Bcll1b gene. The brief process is as follows: CRISPR/Cas9 systen
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Notice
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> According to the existing MGI data,Animals homozygous for a mutation of this gene are born with open
eyes, exhibit abnormalities of the thymus, and die within 1 day after birth. Mice heterozygous for a hypomorphic

allele and a knock-out allele exhibit lethality at weaning due to maxillaryincisor hyperplasia.

> The Bcll1b gene is located on the Chrl2. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Bcl11b B cell leukemia/lymphoma 11B [Mus musculus (house mouse)]
Gene |D: 58208, updated on 9-Apr-2019
+ Summary EYE]

Official Symbol Bcl11b provided by MGI
Official Full Name B cell leukemia/lymphoma MB provided byMGI
Primary source MGIEMGIE1929913
See related EnsemblENSMUSG00000048251
Gene type protein coding
RefSeq status VALIDATED
Organism Mus musculus
Lineage Eukarycta; Metazoa; Chordata;, Craniata; Venebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus
Also known as 9130430L19Rik, Al604821, B630002EDSRIk, BCL-11B, Clip2, Rit1
Expression Biased expression in thymus adult (RFKM 56.0), CNS E18 (RPKM 12.1) and & cther tissuesSee maore
Orthologs human all
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Transcript information (Ensembl) IR

GemPharmatech

The gene has 3 transcripts,all transcripts are shown below:

Name Transcript ID bp  Protein Blotype cCDs UniProt Flags
Bel11b-201 | ENSMUSTOO0000E66060.10 | B111 | B84aa | Protein coding | CCDS36553 Qo9PVve T5L1 GENCODE basic APPRIS P4
Bel11b-203 ENSMUSTO00D0109891.2 | 2888 | B12aa | Protein coding | CCDS36552 Q9sPve TSL:1 GENCODE basic APPRIS ALT?2

Becl11b-202 ENSMUSTOOD0OO109BBY.7 | 2522 | 690aa | Protein coding | CCDS70419 | ACDADB4J1E1 T5L:1 GENCODE basic APPRIS ALT2

The strategy is based on the design of Bcll1b-201 transcript, The transcription is shown below

= Bel11b-201
protein coding
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Genomic location distribution TR GR

GemPharmatech
I 113.20 kb Forviard strand e
=—=—=—=—=—=—
107.92Mb 107.94Mb 107.96Mb 107.98Mb 108.00Mb
Contigs. AC119219.6 >
Genes - -— e — i — I
- < Bclilb-201
(Comprehensive set... s i
- _ = e S —_ —4—
< Bell1b-203
protein coding
I {
< Belllb-202
protein coding
Regulatory Build 11 i B BN N N e
| 11 | 1 11 i
107.92Mb 107.24Mb 107.96Mb 107.98Mb 108.00Mb
—ll Feverse strand 113.20 kb i

Regulation Legend

| CTCF
Enhancer
Open Chromatin
Fromoter
Promoter Flank

Motif Feature Legend
Verified experimentally

Mot verified

Gene Legend
Protein Coding
B Ensembl protein coding
[ merged Ensembl/Havana

SIHhEEAFLEDRSEBNABELAT GemPharmatech Co., Ltd. 400-8660890



Protein domain RIS
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Mouse phenotype description(MGI1 ) BRI R
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Animals homozygous for a mutation of this gene are born with open eyes, exhibit
abnormalities of the thymus, and die within 1 day after birth. Mice heterozygous for a hypomorphic allele and a knock-out

allele exhibit lethality at weaning due to maxillaryincisor hyperplasia.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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