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Cwc22 Cas9-KO Strategy

Designer: Huan Fan
Reviewer: Huan Wang

Design Date: 2019-12-11
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Project Overview @

Project Name Cwc22
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy RS
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This model will use CRISPR/Cas9 technology to edit the Cwc22 gene. The schematic diagram is as follows:
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Technical routes
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> The Cwc22 gene has 13 transcripts. According to the structure of Cwc22 gene, exond of Cwc22-201
(ENSMUST00000065889.9) transcript 1s recommended as the knockout region.The region contains 65bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Cwc22 gene. The brief process is as follows: CRISPR/Cas9 systen
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Notice
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> The Cwc22 gene is located on the Chr2. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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Cwc22 CWC22 spliceosome-associated protein [Mus musculus (house mouse)]

Gene |D: 80744, updated on 3-Feb-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Cwec22 provided by MGI

CWC22 spliceosome-associated protein provided byMGH

MGIEMGIE21367 73

EnsemblENSMUSG00000027014

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus

AABB4037, AMTI004, ALOZ22T52, B230213M24, mKIAATGD4

Broad expression in CNS E11.5 (RPKM 12.8), liver E14 (RFKM 8.0) and 22 other tissuesSee more
human all
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Transcript information (Ensembl) IR
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The gene has 13 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Biotype CCDs UniProt Flags
Cwec22-201 ENSMUSTOD0D000E5889.9 | 3471 908aa Protein coding | CCDS16165 | QBCEN3 TSL1 GENCODE basic APPRIS P3
Cwc22-204 ENSMUSTOOD00111821.8 | 3388 908aa Protein coding | CCDS16165 | QBCSM3 TSL:5 GENCODE basic APPRIS P3

Cwc22-202 | ENSMUST00000111818.7 | 3255 | 002aa | Protein coding | CCDS5717

[=1]

QBCEN3 TSL:1 GENCODE basic APPRIS ALT2

Cwc22-203 | ENSMUST00000111819.7 | 3090 | 203aa | Protein coding | CCDS71080 | B1AYU7 | TSL:1 GENCODE basic APPRIS ALT2

Cwc22-205 | ENSMUSTO00001118247 | 2603 | 723aa Protein coding - B1AYU4 T5L:1 GENCODE basic APPRIS ALT2
Cwc22-206 | ENMSMUSTOO0000127289.7 678 139aa Protein coding ¥ B1AYUS CDS 3' incomplete TSL:S
Cwc22-208 | ENSMUSTO0000128863 1 533 109aa Protein coding - B1AYU9 CDS 3'incomplete TSL:2
Cwc22-209 | ENSMUSTOD0000137494.7 | 2205 | No protein IncRNA - - TsLA

Cwec22-211 | ENSMUSTO0000144727.7 | 2094 | No protein IncRNA - ) TSLA

Cwc22-207 | ENSMUSTOO0000127351.7 | 1877 | Mo protein IncRNA - 2 TsLA

Cwc22-210 | ENSMUSTO0D000139642.1 | 1066 | No protein IncRNA - 4 TSLA

Cwc22-213 | ENSMUSTOO0000156663.1 511 | No protein IncRNA - - T5L3

Cwc22-212 | ENSMUST000001480127 | 409 | No protein IncRNA - - TSL3

The strategy is based on the design of Cwc22-201 transcript, The transcription is shown below
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Genomic location distribution =Erya]F=

:
I 85.22 kb Forward strand
— ]
77.BEMb 77.90Mb F7.92Mb 77.949Mb
Contigs. AlLS285915.24 > ALS28791.11 =
Genes -
= Gm13727-201 = Cwc22-204
IncRMNA protein coding
— — At
< Cwe22-205
protein coding
bt
< Cwe22-201

protein coeding
bt

< Cwe22-203
protein coding
bttt O~
< Cwec22-209 < Cwc22-207
IncRMNA IncRMA
A ]
< Cwc22-202
protein coding
[m¥] oAt
< Cwe22-210 < Cwe22-211
IncRMNA IncRMNA
| S N e |
< Cwe22-206
protein coding
[ e S S —
< Cwc22-208
protein coding
Wed———
< Cwec22-212
IncRMA
e ———1
< Cwc22-213
IncRNA
Reaulatery Build. i 'l
77.8EMb 77.50Mb F7.92Mb 77.24Mb
] Reverse strand B5.22 kb |

Gene Legend
Protein Coding
m merged Ensembl/Havana
B Ensembl protein coding

Non-Protein Coding
B RNA gene

Regulation Legend
1 CTCF
Cpen Chromatin
B Promoter
B Promoter Flank

00-8660890



[ ] (] e ij—
Protein domain RXL5 R
GemPharmatech
ENSMUSFOODO00G4.. .
MobiDB lite —— —
Low complexity (Seq).
superfamily. Imadtctipetod T
SMART, MIFdG-like, type 3 Initiation tactor eIF-4 gamma, MA3
Pfam. MIraGe, ype 3 Eniatian T ecnr. ali=4 garmmns;: MA
PROSITE profiles ]r.'rl:iati:lrgacl:;:ur elF-4 gamma, MA3
PANTHER. T
Gene3l TR [ e e ey e o —
All sequence SNPs/i.... Seguence vanants (dbSNP and all other sources)
Nl I [ Il [ 1] B
Variant Legend
P inframe insertion
missense variant
[ synonymous variant
Scale bar 0 BO 160 240 320 400 480 560 640 720 BOO 908

RN EEREAT GemPharmatech Co., Ltd. 400-9660890



Mouse phenotype description(MGI1 ) BRI R
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Phenotype Overview ﬂ

Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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