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Project Overview @

Project Name Commdl10
Project type Cas9-CKO
Strain background C57BL/6JGpt
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Conditional Knockout strategy @ L

This model will use CRISPR/Cas9 technology to edit the Commd10 gene. The schematic diagram is as follows:
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Technical routes
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> The Commd10 gene has 11 transcripts. According to the structure of Commd10 gene, exon2 of Commd10-201
(ENSMUSTO00000049388.8) transcript is recommended as the knockout region.The region contains 91bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Commd10 gene. The brief process is as follows:CRISPR/Cas9
system and Donor were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were transplanted to obtain
positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse model was obtained by mating

positive FO generation mice with C57BL/6JGpt mice.

> The flox mice will be knocked out after mating with mice expressing Cre recombinase, resulting in the loss of function of the

target gene 1n specific tissues and cell types.
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Notice
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> The Commd10 gene is located on the Chrl8. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of loxp insertion on gene transcription, RNA splicing and protein translation cannot be predicted at existing

technological level.
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Gene information (NCBI) EREH

Commd10 COMM domain containing 10 [Mus musculus (house mouse)]

Gene |D: 69456, updated on 26-Mar-2019
+ Summary EYE]

Official Symbol Commdi0 provided by MGI
Official Full Name COMM domain containing 10 provided byMG1
Primary source MGIMGIEIS16706
See related EnsemblENSMUSGO0000042705
Gene type protein coding
RefSeq status FPROVISIONAL
Organism Mus musculus
Lineage Eukarycta; Metazoa; Chordata;, Craniata; Venebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus
Also known as 2310003A05Rik, AU019438, DRWMSZ2, Tg(Vavi-icre)A2Kio, Vav-cre, Vav-iCre, Vavi1-Cre, VavCre
Expression Ubiguitous expression in placenta adult (RPKM 9.6), CNS E11.5 (RPKEM 9.1) and 28 other tissuesSee more
Orthologs human all
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Transcript information (Ensembl) RIS
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The gene has 11 transcripts,all transcripts are shown below:

MName Transcript ID bp  Protein Biotype cCcDs UniProt Flags
Commdi0-201 EMSMUSTOO00000493688.68 | 1610 Z20Zaa Protein coding CCDS29238 | Q3TKNT QBJZY2 | TSL1 GENCODE basic APPRIS P1
Commd10-211 | ENSMUSTO0O000234961.1 | 792 1B87aa Frotein coding - - GENCODE basic
Commd10-205 ENSMUSTOO0000234280.1 | 600 150aa Frotein coding - - GENCODE basic

Commd10-208 ENSMUSTO00C00234701.1 | 528 165aa Frotein coding - - GENCODE basic
Commd10-203 | ENSMUST 000002340851 | 494 | 113aa Protein coding - - GENCODE basic
Commd10-204 ENSMUSTOD0002341241 | 2425 | 190aa | Nonsense mediated decay 5 Q3UTME

Commd10-209 ENSMUSTO00002349441 11322 | 157aa MNonsense mediated decay 2

Commd10-207 ENSMUSTOO0O00234664.1 | 2453 | No protein Retained intron -

Commd10-206 ENSMUSTOOOC00234376.1 | 619 | No protein Retained intron 2

Commd10-210 | ENSMUSTOOD0D234952.1 | 597 | No protein Retained intron 5

Commd10-202 ENSMUSTO00002340691 | 339 | No protein IncRMNA e

The strategy is based on the design of Commd10-201 transcript,The transcription is shown below
129.18 kb Forviard stramnd e

Commdl0-201 =
protein coding
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enomic location distribution EERXIH

GemPharmatech

I 295.47 kb Forward strand
47.0Mb 47.1Mb 47.2Mb

Genes i ] e —— u] 1]
? Commd10-201 > Commd10-207 = Gm49975-201 >

taomprehensive. sty protein coding retained intron retained intron
g} I i
Commd10-202 > Hspel-rs1-201 =Gmd9975-202 =
IncRMA protein coding  IncRMNA
e | 1
Commd10-210 > GmB468-201 >
retained intron processed pseudogene

W__.—-—-—-__'_
Commd10-204 >
nonsense mediated decay

e b e — | |

Commd10-211 > Gm25036-201 =
protein coding miRNA
=l

Commd10-209 >

nonsense mediated decay

i
Commd10-205 >
protein coding

et
Commd10-203 >
protein coding
W.—-—'-‘—-—_'_
Commd10-208 >
protein coding
o
Commd10-206 >
retained intron

Contigs < AC132100.3 ¥ = ACL 44663

1

(=] B
Genes
(Comprehensive set. .. ;c(arl{l\fg?ﬁ--ml it

1
< Gm22791-201
snoRMA

Regulatory Build. I W I 1 m m | | Il im | NN mml 1IN |
| | [ 1 |

47.0Mb 47.1Mb 47.2Mb
gl Reverse strand 255.47 kb i

Gene Legend
Protein Coding
 merged Ensembl/Havana
B Ensembl protein coding

Non-Protein Coding
B pseudogene
E processed transcript

B RNA gene
Regulation Legend
N CTCF
Enhancer
Open Chromatin

El Promoter
m Promoter Flank
[ Transcription Factor Binding Site

EHMRERNABRAT GemPharmatech Co., Ltd. 400-9660890



-

Protein domain SR

ENSMUSPODOO0041...

Pfam CLIMM gomain
T .l

PROSITE profiles, COMM domain
All sequence SNPs/i... Sequence vanants Ifn:II:uEI;-IF' and all other sources)
---------------------------------------- 1 a 11 i 3
Variant Legend
missense variant

0 splice region variant

I synonymous variant
Scale bar o 20 40 &0 80 100 120 140 160 180 202

IR ERAT GemPharmatech Co., Ltd. 400-9660890



GemPharmatech

Mouse phenotype description(MGI ) £ RXTSR

Phenotype Overview ﬂ
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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