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Adgrf5 Cas9-KO Strategy

Designer: Jinling Wang
Design Date: 2019-9-30




|

3
e
St

(@p)]
Q)
—t
M
(&)
=

Project Overview @

Project Name Adgrf5
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy RS
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This model will use CRISPR/Cas9 technology to edit the Adgrf5 gene. The schematic diagram is as follows:
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Technical routes
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> The Adgrf5 gene has 6 transcripts. According to the structure of Adgrf5 gene, exon3 of Adgrf5-201
(ENSMUST00000113599.1) transcript is recommended as the knockout region.The region contains 55bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Adgrf5 gene. The brief process is as follows: CRISPR/Cas9 systen
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> According to the existing MGI data,Mice homozygous for a knock-out allele exhibit premature death,

decreased body weight and respiratory distress associated with pulmonary alveolar proteinosis.

> The Adgrf5 gene is located on the Chrl7. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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Adgrf5 adhesion G protein-coupled receptor F5 [Mus musculus (house mouse)]

Gene |ID: 224792, updated on 25-Mar-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Adgrs provided by MGI

adhesion G protein-coupled receptor FS provided byMGH

MGEMGEZ2182928

EnsembllENSMUSG00000056492

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus

8430401C08RIk, 9330185023, Al528491, Gpr116, mKIAADTSE

Biased expression in lung adult (RFKM 73.9), subcutaneous fat pad adult (RPKM 17.7) and 7 other tissuesSee more
human all
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Transcript information (Ensembl) —Eyal

GemPharmatech

The gene has 6 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Bliotype CCDs UniProt Flags
Adgri5-201 | ENSMUSTO0000113599.1 | B535 | 1348aa Protein coding CCDE37622 GSEBQB TSL:5 GENCODE basic APPRIS P1
Adgrf5-206 ENSMUSTOOO0DD226087.1 | 4954 | 1348aa Protein coding CCDS37622 GSEBQB GENCODE basic APPRIS P1
Adgrf5-205 | ENSMUSTO00002259562.1 | 4868 | 1143aa Protein coding - ADA286YDTS CDS &' incomplete
Adgrf5-202 | ENSMUSTOO0000224278.1 | 698 | 149aa Protein coding - ADAZ2B68YCD3 CDSs 3'incomplete
Adgr15-204 | ENSMUSTO00000225466.1 | 491 B2aa Protein coding - ADAZBEYE4Z2 CDS 3' incomplete
Adgrf5-203 ENSMUSTOO000225004.1 | 830 | 142aa | Nonsense mediated decay = AOA2BEYDT4 CDS &' incomplete

The strategy is based on the design of Adgrf5-201 transcript, The transcription i1s shown below
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Gene Legend
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B Ensembl protein coding

MNon-Protein Coding
B processed transcript
I RMNA gene

Regulation Legend
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Protein domain RIS

GemPharmatech

ENSMUSPOCOOOCG109...
Transmembrane heli...

Low complexity (Seq)
Cleavage site (Sign...

Superfamily. Immunoglobulin-like: main superfamiby S5FE1321
SEA main superfamily

SMART e —

-------------- Immunoglebulin subtype GPS motif
Immuncglobulin subtype 2
Prints GPCR, ¥.z|rr'|i|1,.I 2, secretin-like

bt b - LN R
EPCH‘. ﬁ?ih.' 2, Ig-hepta-like receptor &

T
Pfam. Immunoglobulin IT-set GPCR, ?amiy 2. secretin-like

o]
SEA domain Immunoglobulin GAIN Hl::-rr'ualir'.r MN-terminal
oo
GPS miotif
. [o—| ===
PROSITE profiles SEA domain GPS motif
Immuncglobulin-like domain GPLCR, ?ar"ni Y 2= iEe
PROSITE patterns Bon F
PANTHER RS
i e ]
Gen,eSD I PRTETTES | qiF = wl b = Hl

Sequence variants (dbSNP and all other sources)

I _I E | !. ' T 1 i (I = | :I| 1

All sequence SMPs/1...

Wariant Legend
I inframe insertion

missense variant
[0 synonymous variant

Scale bar o 200 400 600 BOD 1000 1348

HhEEAFLEYRERBRNBERAT GemPharmatech Co., Ltd. 400-9660890



Mouse phenotype description(MGI1 ) BRI R
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Phenotype Overview ﬂ
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Mice homozygous for a knock-out allele exhibit premature death, decreased body

weight and respiratory distress associated with pulmonary alveolar proteinosis.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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