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Project Overview @

Project Name Pard3
Project type Cas9-KO
Strain background CS57BL/6J

IAEREAFEYREERAS GemPharmatech Co., Ltd. 025-5826 5929



Knockout strategy 3B
GemPharmatech
This model will use CRISPR/Cas9 technology to edit the Pard3 gene. The schematic diagram i1s as follows:
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Technical routes
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> The Pard3 gene has 28 transcripts. According to the structure of Pard3 gene, exon3 of Pard3-201 (
ENSMUST00000026921.12) transcript is recommended as the knockout region.The region contains 181bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Pard3 gene. The brief process is as follows: sgRNA was
transcribed in vitro.Cas9 and sgRNA were microinjected into the fertilized eggs of C57BL/6J mice.Fertilized eggs were
transplanted to obtain positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse

model was obtained by mating positive FO generation mice with C57BL/6J mice.
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> According to the existing MGI data,Mice homozygous for a null allele exhibit embryonic lethality at E12.5

associated with growth retardation, abnormal heart development, and abnormal epicardial cell development.

> The Pard3 gene is located on the Chr8. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy 1s designed based on genetic information in existing databases. Due to the complexity of gene transcription

and translation processes, all risks cannot be predicted under existing information.
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Gene information (NCBI)
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Pard3 par-3 family cell polarity regulator [Mus musculus (house mouse)]

Gene |D: 93742, updated on 7-Apr-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Pardd provided by MGI

par-3 family cell polarity regulator provided byMGI

MGEMGEZ2135608

EnsemblENSMUSG00000025612

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus

AADBE0621, AI256638, Asip, DBERdS580e, Par-3, Par3, Pard-3, Pard3a, Phip

Ubiguitous expression in ovary adult (RFKM 7.1), bladder adult (RPKM 6.3} and 28 other tissuesSee more
human all
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Transcript information (Ensem 2255

GemPha atech

The gene has 28 transcripts,all transcripts are shown below:

MName Transcript ID bp Protein Biotype CCDS UniProt Flags
Pard3-209 | ENSMUSTOD000160272.7 | 5315 | 1334aa IDrotem codlng L,-ZJQSI"“‘F ABDEP2w GENCODE basic APPRIS ALT2

Pard3-219 | ENSMUST00000162309.7 | 5650 | 1333aa G3XA13E

Pard3-226 | ENSMUST00DD0162007.7 | 4662| 741aa EOPYI2E  GENCODE basic  APPRIS ALT2
Pard3-212 | ENSMUSTO0000160717.7 | 4214 | QUINHZE | TSL1 G

Pard3-201 | ENSMUSTODO0D026921.12 | 4050 BIZNY3@ TSL1 GENCODE basic APPRIS ALT2

0

QOO9NH2e TSL:5 GENCODE basic

Pard3-203 | ENSMUST00000103752.9 | 3497

Pard3-202  ENSMUSTO0000079777 11 | 3394

97 | ADADR4JTY 48

Pard3-211 | ENSMU
Pard3-217 | ENSMUSTO0000162035.
Pard3-227
Pard3-228

5310
3017 |
815 | No protein Iqetamed |ntron - -
614 | No protein I Retained infron ' - ' -

Pard3-220 ENSMUSTOD000162456.7 | 3204 CCDS22759¢@ | ADADRAJTY 4@ T
Pard3.222 5175 = EOCXL4w GENCODE basic APPRIS ALT2
Pard3-213 4949 124723 - | GENCODE basic APPRIS ALT2
Pard3.224 | ENSMUSTO0O0 7 | 4005 = c
Pard3-221| ENSMUSTO0000162531.7 | 3293 | -
Pard3-223 | ENSMUS 3083 =
Pard3-216 | ENSMUSTO000 2961 - | EDCXRE®
Pard3-210 | ENSMUST000001 2954 = FETSJO0@
Pard3-206 ENSMUSTO0D001595 2335 - | Encx4se
Pard3-214 | ENSMU 7 | 2758 - FEUGUT® CDS 5 and 3' incomplete TSL5
Pard3-218| ENSMUSTO0D001 1266 | = | o4scos |
Pard3-215 | ENSMUST000001 124 = FEURIT @
Pard3-225 | ENSMUST000001 1| 622 | |.Drotem coding | - | FeTB42®
Pard3-205| ENSMUSTO000 | 207 ; ] = F6T4Y2®
Pard3-207 | ENSMUSTO0000159513.1 | 568 | I Nonsense mediated decay | - | Encysee
Pard3-204 | ENSMUSTO 1| 520 I Nonsense mediated decay - EDCXD3&
Pard3-208 ENSMU 1| 746 |No protein | | Processed transcript | - | -
7
b

The strategy 1s based on the design of Pard3-201 transcript,The transcription is shown below

Pard3-201 =
protein coding
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Genomic location distribution TR GR

GemPharmatech

568.39 kb Forviard strand e
— e ——
127.1Mb 127.2Mb 127.3Mb 127.5Mb 127.6Mb
Genes s e e e bage T ot t————— == —— 1
(Comprehensive set... Da_nj3-219 =
protein coding
| + = s R i | I
Pard3-202 > Pard3-205 > Gme921-201 >
protein coding protein coding processed pseudogene
- — = = — == =— = = — = = ——— el — = = = = — —E==)
Pard3-209 >
protein coding
5 = =— o = = = == = == = = e iy =t
Pard3-226 > Pard3-215 > Pard3-208 >
protein coding protein coding processed transcript
— + —— = e s e et e e e |
Pard3-211 > Gm22968-2C
retained intron RNA
— t — R — ——~1
Pard3-222 >
protein coding
F ===ti==—ial
Pard3-207 > Pard3-228 > Pard3-227 >
nonsense mediated decay retzined intron  retained intron
e ——— e —— — Fr=a————— =
Pard3-204 > Pard3-212 >
nonsense mediated decay pratein coding
— + e e e e e ) e e 36, e o e ——
Pard3-224 >
protein coding
— + == e e e e e = e e —— — 1
Pard3-201 >
protein coding
s + = bl
Pard3-216 >
pratein coding
lE— t — ==t
Pard3-210 >
pratein coding
[ + e e e e e e | il % e e e o
Pard3-221 >
protein coding
[ + e A B L e g
Pard3-223 >
protein coding
e + === ol ——— —— ==t
Pard3-213 >
pratein coding
lE— + — == =i
Pard3-206 >
pratein coding
e + = e e e e
Pard3-214 >
protein coding
L0 s e ) [ A i |
Pard3-220 >
protein coding
el e
Pard3-203 >
protein coding
ro
Pard3-217 >
retained intron
Pard3-218 >
protein coding
=
Pard3-225 >
protein coding
Contigs AC132321.0 > < ACL02815.5
Regulatory Build I | D N0 | JLI] [ W W] I [ ] | [ ] I 1 [ ] 1l |
127.1Mb 127.2Mb 127.3Mb 127.4Mb 127.5Mb 127.6Mb
g Reverse strand 568.39 kb
Gene Legend
Protein Coding Non-Protein Coding
B merged Ensembl/Havana N RNA gene
N Ensembl protein coding M processed transcript

I pseudogene

IAEREAFEYREERAS GemPharmatech Co., Ltd. 025-5826 5929



Protein domain RIS
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Mouse phenotype description(MGI1 ) BRI R
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Phenotype Overview a
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Mice homozygous for a null allele exhibit embryonic lethality at E12.5 associated

with growth retardation, abnormal heart development, and abnormal epicardial cell development.
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If you have any questions, you are welcome to inquire.
Tel: 025-5864 1534
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