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Overview

Target Gene Name
* Gal3st]

Project Type
* Cas9-CKO

Genetic Background
* C57BL/6]JGpt
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Strain Strategy
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Schematic representation of CRISPR-Cas9 engineering used to edit the Ga/3st/ gene.



Technical Information

* The Gal3st] gene has 3 transcripts. According to the structure of (Gal3stl gene, exond
of Gal3stI-20/(ENSMUST00000063004.14) transcript 1s recommended as the
knockout region. The region contains 114 1bp coding sequence. Knock out the region
will result 1in disruption of protein function.

* |n this project we use CRISPR-Cas9 technology to modify Ga/3st/ gene. The brief
process 1s as follows: CRISPR-Cas9 system and Donor were microinjected into the
fertilized eggs of C57BL/6]JGpt mice.Fertilized eggs were transplanted to obtain
positive FO mice which were confirmed by PCR and sequencing. A stable F1

generation mouse model was obtained by mating positive FO generation mice with
C57BL/6]JGpt mice.

* The flox mice will be knocked out after mating with mice expressing Cre recombinase,
resulting 1n the loss of function of the target gene in specific tissues and cell types.



(Gene Information

Gal3st1 galactose-3-O-sulfotransferase 1 [ Mus musculus (house mouse) ]

Gene ID: 53897, updated on 24-Jan-2023

»
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“ Summary

Official Symbol Gal3st1 provided by MGI
Official Full Name galactose-3-O-sulfotransferase 1 provided by MGI
Primary source MGI:MGI:1858277
Seerelated Ensembl:ENSMUSG00000049721 AllianceGenome:MGI:1858277
Gene type protein coding
RefSeq status VALIDATED
Organism Mus musculus
Lineage Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia;
Myomorpha; Muroidea; Muridae; Murinae; Mus; Mus
Also known as Cst; Gest
Summary Enables galactosylceramide sulfotransferase activity. Involved in galactosylceramide metabolic process. Acts upstream of or
within galactosylceramide biosynthetic process; myelination; and spermatogenesis. Predicted to be integral component of
membrane. Is expressed in brain; future spinal cord; heart ventricle; and spinal cord cervical region. Orthologous to human
GAL3ST1 (galactose-3-O-sulfotransferase 1). [provided by Alliance of Genome Resources, Apr 2022]
Expression Biased expression in stomach adult (RPKM 105.3), duodenum adult (RPKM 57.3) and 7 other tissues See more
Orthologs human all

m Try the new Gene table
Try the new Transcript table

Source: https://www.ncbr.nlm.nih.gov/
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Transcript Information

The gene has 3 transcripts,all transcripts are shown below:

Show/hide columns (1 hidden)

Transcript ID Name bp Protein Biotype CcCDs UniProt Match Flags
ENSMUST00000063004.14 | Gal3st1-201| 1879 423aa | Protein coding CCDS24373& | QOJHE4® SIS GERE s Ry Et
ENSMUST00000078757.8 | Gal3st1-202 1749  423aa | Protein coding CCDS243731% | Q9JHE4&F GENCODE basic APPRISP1 TSL:A
ENSMUST00000109981.2 | Gal3st1-203| 1600 | 423aa | Protein coding | CCDS24373& |  Q9JHE4® | GENCODE basic APPRISP1  TSL:1

The strategy is based on the design of Gal3stI-201 transcript,the transcription is shown below:

I 15.60 kb
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Source: https://www.ensembl.org
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Genomic Information
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Protein Information
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Mouse Phenotype Information (MGI)

Phenotype Overview
&
¢ &
2 S :
N S N\ 3 N
& e S ,caq’ \@’ba;@@,b‘ﬁe S &
S & A N N P o & B S
N ® I A A S SN & NP
NN & AR E N BV I SROPRE AT
G S PO F R SIS LSS O
2 Wi P o0 ST RS ERLC e . LEE LSS
S O I I W SR RS g S A SN e S G OIPC AR\ SR G SIS
L@ IS P TP NSRS L2 S Q CESHE I NS
NN RS GF SRR L L E R S R (PN LD
o0 P e G O O o AR o ai ol kS e i R

* Phenotypes affected by the mutations of Ga/3st/ gene are marked in blue. According
to the ex1st1n§ MGI data,homozy%otcs for a targeted null mutation exhibit hindlimb
weakness and progressive ataxia beginning at six weeks of age. Homozygous males
exhibit sterility with a block 1n spermatogenesis prior to the first meiotic division.
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Important Information

* The Gal3stl gene 1s located on the Chrl 1. If the knockout mice are crossed with other
mice strains to obtain double gene positive homozygous mouse offspring, please avoid
the two genes on the same chromosome.

* This strategy 1s designed based on genetic information 1n existing databases.Due to the
complexity of biological processes,all risk of loxp insertion on gene transcription,
RNA splicing and protein translation cannot be predicted at existing technological
level.



