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Project Overview @

Project Name Pcdhl5
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy %
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This model will use CRISPR/Cas9 technology to edit the Pcdhl5 gene. The schematic diagram is as follows:
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Technical routes
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> The Pcdhl5 gene has 41 transcripts. According to the structure of Pcdhl5 gene, exond of Pcdhl5-234
(ENSMUSTO00000191854.5) transcript 1s recommended as the knockout region.The region contains 161bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Pcdhl5 gene. The brief process is as follows: CRISPR/Cas9 systet
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Notice
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> According to the existing MGI data,Homozygotes for severe mutations exhibit circling, head-tossing,
hyperactivity, impaired swimming and profound deafness. Mice have defects in cochlea and degeneration of hair cells,

spiral ganglion cells and saccular macula. Females are poor mothers.

> The effect on transcript Pcdh15-207&221&239 is unknown.

> The Pcdhl5 gene is located on the Chr10. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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Pcdh15 protocadherin 15 [ Mus musculus (house mouse) ]
Gene ID: 11994, updated on 1-Oct-2019

~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

« Genomic context

Location:

Exon count: &2

i Annotation release
| 108
Build 37.2

10B5.3;1037.43 cM

ol
Pcdh15 provided by MGI
protocadherin 15 provided by MGI
MGEMGI:1891425
Ensembl ENSHUSGH0000052613
protein coding
VALIDATED
Mus musculus
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia;
Myomorpha; Murcidea; Muridae; Murinae; Mus; Mus
av; roda; Ush1f, nmf19; Gm3315; BBOTE305
Biased expression in frontal lobe adult (RPKM 1.4), CNS E18 (RPKM 1.1) and 9 cther tissues See more
human all
£

See Pedh15 in Genome Data Viewer

- Status [ Assembly | Chr

Location
current GRCm35.p6 (GCF_000001635.26) 10 MNC _000076.6 (73096277 74649831)
previous assembly MGSCv37 (GCF_000001635.18) 10 MNC _000076.5 (73284615..74112482)

STHEXEFENRBRNEEAT

GemPharmatech Co., Ltd. 400-9660890



Transcript information (Ensembl)
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The gene has 41 transcripts,all transcripts are shown below:

Name
Podhts-24
Pedhts-237
Pedhts-203
Pedhts-215
Pednts-202
Pednts-21t

Pednts-21a
Pednts-222
Podnts-204
Pedhis-205
Pednts-216
Pednts-226
Peants-2s1

Pednts-22
Pednts-208
Pednts-201
Pedhis-236
Pednts-225
Pedhts-233
Pednts-207
Pedhis-241

Pednts-238
Pedhts-239
Peants-227
Podhts-217
Pednts-210
Pednts-228
Pednts-229
Pedhis-221

Pednts-200
Pednts-218
Pedhis-220
Pedhts-240
Pednts-22a
Pednts-208
Pedhis-230
Pednts-213
Pednts-219
Peants-212
Pednts-223
Pedhts-235

The strateg

Transcript ID bp | Protein

ENSMUST0000013:

o380

ENSMUST000001269208 |6866 | 191622

ENSMUST000001

1328

ENSMUST000001831745

)ST00000

s

000

ENSMUST00000124046.7 |5336 | 112822

ENSMUST000001955315 |5241| 171422

B
ENSMUST0000 133388
ENSMUST00000 98120

o84aa

Biotype
Protein coding
Proteln codng
Protein coding
Protein coding
Protein coding
Proteln codng
Protein coding
Protein coding
Protein coding
Proteln codng
Protein coding
Protein coding
Protein codng
Protein coding
Protein coding
Protein coding
Proteln codng
Protein coding
Protein coding
Protein coding
Proteln codng
Protein coding
Protein coding
Protein coding
Protein codng
Protein coding
Protein coding
Proteln codng
Protein coding

Nonsense mediated decay

Nonsense mediated decay

Nonsense mediated decay

No protein
No protein
No protein

ENSMUST00000156999.1 | 1024 | No protein

ENSMUST 00000128 691 | No protein

Ensm

000001391062 | 462 | No protein

ENSMUST00000127928.6 | 3404 | No protein

ENSMUST00000147455 1 | 2841 | No protein

ENSMUST00000192370

556 | No protein

Retained infron
Retained inron
Retained inron
Retained inron
Retained inron
Retained inron
InchtA
InchNA
IncBNA

ceps.

UniProt

ADAOAGYY17

Avat40TES2

ADAOAGYXES

Qs9PI1

Q99ps1

Flags
TSL' GENCODE basic APPRIS ALT2
TSLS GENCODE basic APPRIS P3
TSLS GENCODE basic APPRIS ALT2
TSL GENCODE basic APPRIS ALT2
TSL1 GENCODE basic APPRIS ALT2
TSL5 GENCODE basic APPRIS ALT2
TSLS GENCODE basic APPRIS ALT2
TSL1 GENCODE basic APPRIS ALT2
TSLS GENCODE basic APPRIS ALT2
TSL5 GENCODE basic
TSL5 GENCODE basic APPRIS ALT2
TSL'5 GENCODE basic APPRIS ALT2
TSL5 GENCODE basic APPRIS ALT2
TSL1 GENCODE basic
TSL1 GENCODE basic
TSLS GENCODE basic
TSL5 GENCODE basic APPRIS ALT2
TS’ GENCODE basic APPRIS ALT2
TSL'5 GENCODE basic APPRIS ALT2
TSLS GENCODE basic
TSL5 GENCODE basic APPRIS ALTZ
TSL'5 GENCODE basic APPRIS ALT2
DS 5" incomplete TSLS
TSL1 GENGODE basic
TSL1 GENCODE basic
TSL1 GENCODE basic
TSL1 GENCODE basic
TSL1 GENGODE basic
TSL1 GENCODE basic
TsUs
TsL2
TsL2
TSLNA
TSt
L1
TsU1
TsUs
TsL2
L1
Ut
TsLa

is based on the design of Pcdhl5-234 transcript,The transcription is shown below

B27.86 kb

Pcdh15-234 =
protein coding
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Protein domain RIS
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Mouse phenotype description(MGI1 ) BRI R
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Phenotype Overview ﬂ
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Homozygotes for severe mutations exhibit circling, head-tossing, hyperactivity,
impaired swimming and profound deafness. Mice have defects in cochlea and degeneration of hair cells, spiral ganglion cells

and saccular macula. Females are poor mothers.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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