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Project Overview @

Project Name Insrr
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy %
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This model will use CRISPR/Cas9 technology to edit the /nsrr gene. The schematic diagram is as follows:
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Technical routes

>l
)
:-:m

@
M
3
)
=
Q
—t
M y=
A
=

> The Insrr gene has 4 transcripts. According to the structure of Insrr gene, exon3-exon7 of Insrr-201
(ENSMUST00000029711.8) transcript is recommended as the knockout region.The region contains 934bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Insrr gene. The brief process is as follows: CRISPR/Cas9 system +
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Notice
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> According to the existing MGI data,Mice homozygous for a targeted null mutation exhibit no anomalies in
pancreatic islet morphology, beta-cell mass or pancreatic secretory function. This mutation in combination

with Insr mutant mice does not affect the diabetes predisposition of Insr mutant mice.

>The KO region contains partial intron of the Pearl gene.Knockout the region may affect the function of Pearl gene.

> The Insrr gene is located on the Chr3. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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Insrr insulin receptor-related receptor [Mus musculus (house mouse)]

Gene |ID: 23920, updated on 24-Feb-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

InsIm provided by MG

insulin receptor-related receptor provided by MGI

MGEMGE1346037

EnsemblENSMUSG00000005640

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus

Irr

Biased expression in Kidney adult (RPKM 10.4), colon adult (RPKM 3.5) and 9 cther tissuesSee more
human all
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Transcript information (Ensembl) E=RXT5 R
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The gene has 4 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Biotype cCcDs UniProt Flags
Insrr-201 ENSMUSTOD000029711.8 5102 1300aa Protein coding CCDS17454 | QO9WTL4 T5L1 GENCODE basic APPRIS P1

Insrr-202 ENSMUSTO0000107582.2 4694 1300aa Protein coding CCDS17454 | QOWTL4 T5L:5 GENCODE basic APPRIS P1

Insrr-203 ENSMUSTOODODO16ETT1.7 2610  MNo protein = Retained intron L - T8L:2

Insrr-204 ENSMUSTO0D0D166866.1 376 | No protein IncRMNA - - TSsL:b

The strategy is based on the design of Insrr-201 transcript,The transcription is shown below
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protein coding
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Genomic location distribution TR GR
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Gene Legend
Protein Coding
B Ensembl protein coding
 merged Ensembl/Havana

MNon-Protein Coding
B processed transcript
BN RNA gene

Regulation Legend
I CTCF
Open Chromatin
I Promoter Flank
[ Transcription Factor Binding Site
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Protein domain EXISER

GemPharmatech

EMSMUSPOOOO0029...
Transmembrane heli...
MobiDB lite.

Low complexity (Seq)
Coiled-coils (Ncoils)
Cleavage site (Sign...

Superfamily. Growth factor receptor cysteine-rich domain superfamily Protein kinase-like domain superfami

EEE——
S5Fa2058

= e
Fibronectin type I1I supertamiby

.............. Furin-like repeat Fibranectin type 11T Trosine-protein kinase, -catalytc

Prints, Seri nE‘thFE—EI‘IiI‘I'E: resing

Ffam. Receplor L-domain Serir:e-t!recr&ine.. tyrosine-protein
Furin-| iEe cysteine-rich demain

PROSITE profiles, Etrar'ectir' type III Protein kinase domain
PROSITE patterns Tt feive, TEG i
PIRSE.
Gene3l, e —— EESEETTE—
Choh. == o . .
All sequence SNPs/i Sequence vanants (dbSNP and all other sciurces )
---------------------------------------- i N | 1 TED i1 (1| I | R
Wariant Legend

I stop gained

missense variant

[0 synonymous variant

Scale bar 0 200 400 &OD BOD 1000 1300

Fis %3 EHMRERNABRAT GemPharmatech Co., 400-9660890



g
>R
=)

If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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