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Project Overview @

Project Name Sox5
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy RS
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This model will use CRISPR/Cas9 technology to edit the Sox5 gene. The schematic diagram is as follows:
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Technical routes
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> The Sox5 gene has 14 transcripts. According to the structure of Sox5 gene, exon5 of Sox5-201
(ENSMUST00000038815.13) transcript is recommended as the knockout region.The region contains 173bp coding sequence

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Sox5 gene. The brief process is as follows: CRISPR/Cas9 system 1
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Notice
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> According to the existing MGI data,Homozygous null mice fail to breathe and die at birth exhibiting a
narrow thoracic cage, irregularly mineralized sternum, cleft secondary palate, and delayed bone mineralization.
Homozygotes for a transposon induced insertion die shortly after birth exhibiting cyanosis and respiratory
distress.

> Transcript Sox5-203&204&206&208&211&212&213 may not be affected.

> The N-terminal of Sox5 gene will remain 190aa,it may remain the partial function of Sox5 gene.

> The Sox)5 gene 1s located on the Chr6. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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Sox5 SRY (sex determining region Y)-box 5 [ Mus musculus (house mouse) ]

Gene |D: 20674, updated on 3-5ep-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as

Expression
Orthologs

| Ganomic context

ol
Soxh provided by MGI
SRY (sex determining region Y)}-box & provided by MGI
MGEMGES5367
Ensembl.ENSMUSGO0000041540
pratein coding
VALIDATED
Mus musculus
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata, Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia;
Myomorpha; Muroidea; Muridae; Murinae; Mus; Mus
AIS28773; A7T30017D0O1RIk
Broad expression in whole brain E14.5 (RPKM 6.6}, testis adult (RPKM 6.4} and 17 other tissues See more
human all
K

Location: € G3;676.14cM See Soxb in Genome Data Viewer
Exon count: 24

Annotation release Status Assembly Chr | Location

108 current GRCm38.p6 (GCE_D00001635.26) G NC_000072.6 (143828425, 144752287, complement)

Build 37.2 previous assembly MGSCv37 (GCF_000001635.18) B NC_000072.5 (1437581349..144153078, complement)
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Transcript information (Ensembl) —Eyal
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The gene has 14 transcripts,all transcripts are shown below:
Name Transcript ID bp Protein Biotype cCDs UniProt Flags

Sox5-201 | ENSMUST0000003881513 | 7243 | 763aa | Protein coding | CCDS39702 B2KFMS TSL1 GENCODE basic APPRIS P1

Sox5-205 | ENSMUSTO00000111749.7 | 3879 | 67%9aa | Protein coding | CCDS57469 B2KEM4 TSL:1 GENCODE basic

Sox5-202 | ENSMUSTO00000077160.11 | 2526 | 715aa | Protein coding | CCDS51954 Q2TBAS TSL:1 GENCODE basic

Sox5-204 | ENSMUSTO0D000111748.7 | 1734 | 392aa | Protein coding | CCDSB5183 | P35710 Q3TVFS TSL:1 GENCODE basic

Sox5-214 | ENSMUSTO00000170367.8 | 7184 | 714aa | Protein coding - ESPVRO TSL:5 GENCODE basic

Sox5-211 | ENSMUSTO0000144280.3 | 669 | 1B4aa | Protein coding - B2KFM7 CDS 3 incomplete TSL:5

Sox5-206 | ENSMUSTO000001242336 | 614 | 135aa | Protein coding - B2KEMB CDS 3' incomplete TSL:S

Sox5-210 | ENSMUSTO00001422547 | 2948 No protein | Retained intron - - TSLA

Sox5-209  ENSMUSTO0000141102.7 | 2791 | No protein | Retained intron 2 2 TsLA

Sox5-207 | ENSMUSTO0000129050.7 | 2470 | No protein | Retained intron 2 G TSLA

Sox5-213 | ENSMUSTO0000150087.1 633 | No protein = Retained intron g = TSL3

Sox5-212 | ENSMUST000001494517 | 1942 | No protein IncRNA . - TSLA

Sox5-203 | ENSMUSTO0000111746.7 | 1244 | No protein In TSLA

Sox5-208 | ENSWMUST000001394781 | 351 | No protein IncRNA - - TSL3

The strategy is based on the design of Sox5-201 transcript, The transcription 1s shown below
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Genomic location distribution RRLE)
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Protein domain RIS

GemPharmatech

ENSMUSP0O0O000047... — . ;
MobiDB lite = — — g o m—
Low complexity (Seq).
Coiled-coils (Mcaoils)
Superfamily. Hign rrrnEilitg,r group box domain supe
SMART. High mobility group box domain
Pfam. Hig F rl'n::-Eilit-,.I group box domain
PROSITE profiles Hig F mo Ei |it-,- group box domain
E "E'.E'! I |___| .E. E- |:.'.:'.'T";:|.'1 -:.'.-‘.'.-'_ = = =

!J_.tl.'_,-\.'.-.'-'.-.u_'\-\.-.-\.- e R SEE =i
Geng3l . i ey gy
coD. e 13

= rE wan (dbs and a - Tes )
- Sequence vanants (dbSMNP and all other sources)
All seguence SNPs/I.... . || :, T j
Variant Legend
missense variant
[ synonymous variant

Scale bar 0 8O 160 240 320 400 480 560 640 763

SIHhEEAFLEDRBEBNABELAT GemPharmatech Co., Ltd. 400-8660890



GemPharmatech

Mouse phenotype description(MGI1 ) BRI R
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Homozygous null mice fail to breathe and die at birth exhibiting a narrow thoracic
cage, irregularly mineralized sternum, cleft secondary palate, and delayed bone mineralization. Homozygotes for a

transposon induced insertion die shortly after birth exhibiting cyanosis and respiratory distress.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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