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Project Overview @

Project Name Nbea
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy
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This model will use CRISPR/Cas9 technology to edit the Nbea gene. The schematic diagram is as follows:
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Technical routes
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> The Nbea gene has 10 transcripts. According to the structure of Nbea gene, exon2-exon5 of Nbea-201
(ENSMUST00000029374.7) transcript 1s recommended as the knockout region.The region contains 551bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Nbea gene. The brief process 1s as follows: CRISPR/Cas9 system
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> According to the existing MGI data,Mice homozygous for a gene trapped allele or transgene insertion die
shortly after birth, are cyanotic, and exhibit no response to tactile stimuli, no spontaneous movement, and

impaired CNS synaptic transmission.

> The Nbea gene is located on the Chr3. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI) XI5
GemPharmatech
Nbea neurobeachin [Mus musculus (house mouse)]
Gene |ID: 26422, updated on 31-Jan-2019
« Summary #)12

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Mbea provided by MGSI
neurobeachin provided by MGH
MGIEMGLE1347075
EnsemblENSMUSG00000027 789

protein coding
VWALIDATED
Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;

Murocidea; Muridae; Murinae; Mus; Mus

Lyst?, mKIAA1IS44

Broad expression in CNS E18 (RPKM 19.0), whole brain E14.5 (RPKM 15.5) and 16 other tissuesSee more

human all
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Transcript information (Ensembl) £R XTS5
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The gene has 10 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Biotype CCDs UniProt Flags
Mbea-201 | ENSMUSTO0000029374.7 | 10986 | 2936aa Protein coding CCDS50811 | @9EPNA1 TSL:5 GENCODE basic APPRIS P1
Nbea-208 | ENSMUSTOO000159803.4 3433 | No protein | Processed transcript - : TSLE
Nbea-208 | ENSMUSTO00000199535.4 | 28936 | No protein | Processed franscript - - TSLA
Nbea-202 | ENSMUSTOO0001596577 4 7326 | Mo protein Fetained infron - - TSLNA
Nbea-207 | ENSMUSTO0000159126.1 4717 | Mo protein Retained intron X 5 TsL2
Nbea-203 | ENSMUSTO0000196612.1 3860 | Mo protein Retained intron - - TSLNA
Mbea-210 | ENSMUSTO0000200526 1 3740 | Mo protein Retained infron : 2 T8
Nbea-204 | ENSMUSTO0000197395 1 3158  No protein Retained infron - - TSLNA
Nbea-206 | ENSMUSTOO00001985315.1 B33 | No protein Retained intron 5 7 TS8L2
Mbea-205 | ENSMUSTOO00001982591 B11 Mo protein Fetained intron = . TSLE

The strategy is based on the design of Nbea-201 transcript, The transcription is shown below
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protein coding

- Reverse strand 558.51 kb |
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Genomic location distribution &8 RX 75
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Protein domain RIS

GemPharmatech

ENSMUSPOOOOO029... =
MohiDB lite. =
Low complexity (Seq)
Conserved Domains B
Coiled-coils (Neoils) =
hmmpanther. PTHRIS S -

a
blastprodam. PL320098
Superfamily domains Armadilkstype o SSF50729 WD40-repeat

Concanavalin A-like lectin/gluecanase domain superfamily BEACH maain superfamily

SMART domains. BEACH domain  WD4D repeat

1 IR,
Pfam domain. Pr13385 Domain of unknown function DUR4704 BEACH gomain
|| .
PH-BEACH domain

e
Domain of unknown function DUF10BE

- = =]
PROSITE profiles BEACH domain WO
S
PH-BEACH domain
Geng3D. e ;
St Sty e 1 L]
. = & WaHE 3 L= = o - e
All sequence SNPs/i. .. _iz-eql.lench;x.;lu|1on!:._5 leh_“P al-!'n::lla!l:nfthia _.uunlzh_i.,l. i gt WETE BT P
Variant Legend
B frameshift variant
e inframe deletion
missense variant
[0 synonymous variant
Scale bar 0 400 BOD 1200 1600 2000 2400 2936

HhEEAFLEYRERBRNBERAT GemPharmatech Co., Ltd. 400-9660890



Mouse phenotype description(MGI1 ) BRI R
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Mice homozygous for a gene trapped allele or transgene insertion die shortly after

birth, are cyanotic, and exhibit no response to tactile stimuli, no spontaneous movement, and impaired CNS synaptic

transmission.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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