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Project Overview @

Project Name Sema3g
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy
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This model will use CRISPR/Cas9 technology to edit the Sema3g gene. The schematic diagram is as follows:
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Technical routes
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> The Sema3g gene has 1 transcript. According to the structure of Sema3g gene, exon2-exonl3 of Sema3g-201
(ENSMUST00000090180.3) transcript is recommended as the knockout region.The region contains 1394bp coding sequence

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Sema3g gene. The brief process is as follows: CRISPR/Cas9 syste
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> According to the existing MGI data,Mice homozygous for a knock-out allele exhibit increased lymphatic

branching complexity with decreased lymphatic width.

> The Sema3g gene is located on the Chrl4. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI) EERX IS 5
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Sema3g sema domain, immunoglobulin domain (lg), short basic domain, secreted, (semaphorin) 3G [Mus musculus
(house mouse)]

Gene |D: 218877, updated on 31-Jan-2019

+ Summary EYIE
Official Symbol Sema3g provided by MGI
Official Full Name sema domain, immunoglobulin domain (1g), short basic domain, secreted, (semaphorin} 3G provided by MGI

Primary source MGIEMGIE3041242
See related EnsemblEMSMUSGO0000021904
Gene type protein coding
RefSeq status FPROVISIONAL
Organism Mus musculus
Lineage Eukaryota; Metazoa; Chordata;, Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murcidea; Muridae; Murinae; Mus; Mus
Also known as AK129018
Expression Biased expression in lung adult (RFKM 46.9), kidney adult (RPKM 14.8) and 6 other tissuesSee more
Orthologs human all
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Transcript information (Ensembl) E=RXT5 R

The gene has 1 transcript,and the transcript is shown below:

Name Transcript ID bp Protein Blotype CcCcDs UniProt Flags

Sema3dg-201 ENSMUSTO0000090180.3 4540 | 780aa FProtein coding CCDS26908 | Q4LFAS T5L1 GENCODE basic APPRIS P1

The strategy is based on the design of Sema3g-201 transcript,The transcription is shown below
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Genomic location distribution =Erya]F=

:
Ik 32.4% kb Forvrard strand
31.21Mb 31.22Mb 31.23Mb 31.24M
Genes S ] it
3 Tnncl-202 = Sema3g-201 =
teompretiensive.schy protein coding protein coding
| S 6 ]
Tnncl-203 =
nonsense mediated decay
Er=eE
Tnncl-201 =
retained intron
Contigs. AC108416.5 >
----------------------------- 0 Ob---A-A
Genes :
. < Nisch-211 < Phf7-20:
(Comprehensive set--- procecsed transcript A b i
CH~o- -
< Phf7-20°
nonsense |
-0
< Phf7-2
retained
Cl-—4-A
< Phf7-20:
protein coc
W S
< Phf7-201
protein coc
O8-4A--
< Phf7-201
protein co
Reaulatory Build. L I O | |
- =
i
31.21Mb 31.22Mb 31.23Mb 31.24M
=g Reverse strand 3249 kb |

Regulation Legend
B CTCF
Enhancer
B Fromoter
[ Promoter Flank

Motif Feature Legend
M Verified experimentally
I Mot verified

Gene Legend
Protein Coding
e merged Ensembl/Havana
B Ensembl protein coding

MNon-Protein Coding
H processed transcript

0-9660890



[ ] [ ] e el
y
Protein domain R
GemPharmatech
ENSMUSPOOOOO0OETY...
Low complexity (Seq) )
Conserved Domains.
Cleavage site (Sign...
hmmpanther. 1036 :5F20, )
Superfamily domains S5F103575 Immunurglugulin-like domain sups
Sema ain superfami
1 e O T D —————_——_—_—_—_—_————— T
EMﬂBI.ﬂgmﬂJﬂﬁ. Sema dornain FS1 domain
Efﬂ.m_.d_‘_:!mﬂlﬂ_ P muh =
- e T T G
PROSITE profiles Sema domain lr!'uml..r:chGEL.lir-likE domain
Gene3l. T SR e e e 3.3 36,1
All sequence SNPs/i ISequenn:e '-.-'EI'LEI'ItS {dIJSr-JF' :ru:l r:-!l nth::e!' 5;|::L|rc:esj : Al g .
|
Variant Legend
B frameshift variant
missense variant
[0 synonymaous variant
Scale bar o 80 160 240 320 400 480 560 640 780

HhEEAFLEYRERBRNBERAT GemPharmatech Co., Ltd. 400-9660890



Mouse phenotype description(MGI1 ) BRI R
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Phenotype Overview ﬂ
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Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Mice homozygous for a knock-out allele exhibit increased lymphatic branching
complexity with decreased lymphatic width.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890

FRERLA RN F2

GemPharmatech Co.,Ltd




