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Myf5 Cas9-KO Strategy

Designer: Huan Wang
Reviewer: Huan Fan

Design Date: 2020-4-16
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Project Overview @

Project Name Myf5
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy RS
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This model will use CRISPR/Cas9 technology to edit the Myf5 gene. The schematic diagram is as follows:
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Technical routes
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> The Myf5 gene has 1 transcript. According to the structure of Myf5 gene, exonl-exon3 of Myf5-201
(ENSMUST00000000445.1) transcript is recommended as the knockout region.The region contains all of the coding

sequence.Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Myf5 gene. The brief process is as follows: CRISPR/Cas9 system
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> According to the existing MGI data,homozygotes for targeted null mutations exhibit delayed appearance of
myotomal cells in somites, and lack the distal portion of ribs resulting in inability to breathe and
lethality at birth. other mutants lack the rib phenotype.

> The Myf5 gene is located on the Chr10. If the knockout mice are crossed with other mice strains to obtain double gene
positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Gene information (NCBI)
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Myf5 myogenic factor 5 [Mus musculus (house mouse)]
Gene |1D: 17877, updated on 13-Mar-2020

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type

RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

STHEXEFENRBRNEEAT

MyfS provided by MGI

myogenic factor 5 provided byMG

MGIMGI 97252

Ensembl:ENSMUSGO0000000435

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Euthena; Euarchontoglires; Glires; Rodentia; Myomorpha;
Muroidea; Murnidae: Murinae; Mus:; Mus

B130010J22Rik, Myf-5, bHLHc2

Biased expression in limb E14.5 (RPKM 2.7), ovary adult (RPKM 0.6) and 1 other tissueSee maore
human all
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Transcript information (Ensembl) = RIS
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The gene has 1 transcript,and the transcript is shown below:

Name Transcript ID bp  Protein Biotype CCDS UniProt Flags

Myf5-201 | ENSMUST00000000445 1 | 2083 | 255aa

The strategy is based on the design of Myf5-201 transcript,the transcription is shown below

= MyfS5-201
protein coding

- Feverse strand

3.23 kb i
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Genomic location distribution =Erya]F=

GemPharmatech
! 23.23 kb Forwiard strand g
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Genes
: Gmdd403-201 =
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Genes R4 -] 1400
- < Myf5-201 = Myf6-201
(Comprehensive set... protein coding protein coding
Regulatory Build, = Il I il =5 H
-]
107.475Mb 107.480Mb 107.485Mb 107 4%0Mb 107.495Mb
- Reverse strand 23.23 kb i

Regulation Legend
HEl CTCF
B Promoter Flank

Gene Legend
Protein Coding
e merged Ensembl/Havana

MNon-Protein Coding
I RNA gene
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Protein domain XD R
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ENSMUSPOOOOO000.. .
MohiDB lite A—

Superfamily. HElix-Ep-Ell: DHA-EinEing mmain superfamily

-------------- Myogenic basic muscle-specitic’ protein Myc-type, basic helix-loop-helix {bHLH) domain

Pfam. Myogenic Eagic mu:s.cle- spec#ic protein Myogenic ﬂeterminatiun ?au:h:rr o
Myc-type, Ea5i|: H;ix-luﬂp-heli: [BHLH) domain
PROSITE profiles Myc-type, Eas.ii: ﬁelix-lc:lp -helix (bHLH) domain

PANTHER =
FTHE 2" F=
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Genetl. Helix-loop-halix 'BNA-Binding doma erfa

Seguence vanants (dbSMNP and all other sources)

""""""""""""""""""""" l 1 | il 11 Il 1 1

Variant Legend

missense variant
[ synonymous variant

Scale bar 0 40 BO 120 160 200 255
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Mouse phenotype description(MGI1 ) BRI R
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Phenotype Overview
3 @ &
& & B ssS
S £ & O 5 & 8
ﬁ&ﬁﬁa S : 555‘&\ g ﬁ;ﬁ)ﬂﬁlﬂ; 5 K,;S‘:?,éi @.éﬁ“ﬁ{a @é‘g #,éi 5 ﬁéié? O
e S s o 0
S
@:69 =3 dﬁip Rﬁéﬁﬁq’@ﬁ @b & va@ﬂé\v‘ﬁisﬁ? «‘1‘5&3 x"SF&:F‘u &ﬁeqé%“% & aﬁﬁaﬁ%@ F AP

Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,homozygotes for targeted null mutations exhibit delayed appearance of myotomal cells
in somites, and lack the distal portion of ribs resulting in inability to breathe and lethality at birth. Other
mutants lack the rib phenotype.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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