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Project Overview @

Project Name Tetl
Project type Cas9-KO
Strain background C57BL/6JGpt
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Knockout strategy RS
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This model will use CRISPR/Cas9 technology to edit the 7et/ gene. The schematic diagram 1s as follows:
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Technical routes
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> The Tetl gene has 10 transcripts. According to the structure of 7et/ gene, exon4 of Tet1-206
(ENSMUST00000174189.1) transcript 1s recommended as the knockout region.The region contains 2203bp coding sequence

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify 7et/ gene. The brief process is as follows: CRISPR/Cas9 system w
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> According to the existing MGI data,Mice homozygous for a knock-out allele exhibit background sensitive
lethality, abnormal forebrain development, abnormal female reproductive organs and decreased litter size. Mice
homozygous for a different knock-out allele exhibit impaired adult neurogenesis, impaired spatial learning

and impaired short-term memory retention.

> The Tetl gene is located on the Chrl0. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of the gene knockout on gene transcription, RNA splicing and protein translation cannot be predicted at the

existing technology level.
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Tet1 tet methylcytosine dioxygenase 1 [Mus musculus (house mouse)]
Gene |ID: 52463, updated on 12-Mar-2019
+ Summary EYE]

Official Symbol Tet1 provided by MGI
Official Full Name tet methylcytosine dioxygenase 1 provided byMGI
Primary source MGIMGII098693
See related EncemblENSMUSGO0000047146
Gene type protein coding
RefSeq status VALIDATED
Organism Mus musculus
Lineage Eukarycta; Metazoa; Chordata;, Craniata; Venebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus
Also known as 2510010BO9Rik, AAS17754, BB0O01228, Cxxct, D10ErMd17e, LCX, mKIAAIGTE
Expression Broad expression in CNS E18 (RPKM 2.2), whole brain E14.5 (RPFKM 2.0) and 18 cther tissuesSee more
Orthologs human all
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The gene has 10 transcripts,all transcripts are shown below:

Name Transcript 1D v | bp Protein Biotype CCDs UniProt Flags

Tet1-210 | ENSMUSTO0000228501.1 | 361 47aa - ADAWIPTES & CDS 3 incomplete

Tet1-209 | ENSMUSTO0000227494.1 | 553 47aa - ADAWIPTES & CDS 3 incomplete

Tet1-208 | ENSMUSTO0000218782.1 | 463 47aa - ADAWIPTES & CDS 3 incomplete  TSL:1
Tet1-207 | ENSMUSTO0000218438.1 | 414 47aa - ADAWIPTES & CDS 3 incomplete  TSL:1
Tet1-206 | ENSMUST00000174189.1 | 14369 203%aa | [l Protein coding CCDS56706 | ESQI9Y4M® TSL5 GENCODE basic APPRIS P2
Tet1-205 ENSMUST00000174121.1 | 1197 | 399aa | [ Protein coding . G3UZ35¢ CDS 5 and 3’ incomplete  TSL:2
Tet1-204 | ENSMUSTO0000173905.1 | 618 biaa | Nonsense mediated decay - G3UZMEH CDS 5 incomplete  TSL:3
Tet1-203 | ENSMUSTO0000173087.1 | 581 138aa || Protein coding . G3UXIT &7 CDS 5 incomplete  TSL:2
Tet1-202| ENSMUST00000173081.1 | 1505 | No protein || IncRNA . - TSL:1

Tet1-201 | ENSMUST00000050826 13 | 13986 | 2007aa | [l Protein coding - Q3URKS 7 TSL:5 GENCODE basic APPRIS ALT2

The strategy is based on the design of Tet/-206 transcript, The transcription is shown below

= Tetl-206

protein coding
—mll Reverse strand o4.54 kb |
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Genomic location distribution
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Gene Legend

I 124.43 kb

Forward strand g

£2.80Mb £2.85Mb

62.90Mb

AC166359.3 = < AC153942.8
|
< Tetl-201 < Gm26479-201
pratein coding snRMNA
< Tetl-206
pratein coding
] N e | —_— - A
< Tetl-205 < Tet1-202 , < Tet1-208
protein coding processed transcript pratein coding
H O | Ee— |
<Tetl-204 < Gm48353-201 = Teti-209
nonsense mediated decay TEC protein coding
H A
= Tet1-203 < Tetl-210
protein coding protein coding
—
= Tetl-207
protein coding
y WA ¥ | TH TR TN TR
£2.80Mb £2.85Mb 62.90Mb
=g Reverse strand 124,43 kb i
| CTCF
Enhancer
Open Chromatin
B Promoter
B Promoter Flank

1 Transcription Factor Binding Site

W Verified experimentally
e Mot verified

Protein Coding
B Ensembl protein coding

MNon-Protein Coding
B processed transcript
I RNA gene

THEZEHEFLEDRTRBRNEBERAT

00-8660890



° ° ——tm —tm
Protein domain TR
GemPharmatech

ENSMUSPOOO00O133...

MobiDB lite. :

Low complexity (Seq).

Cojiled-coils_(Neoils). -

hmmpanther. SRR -

SMART domains. PG =00, miygenase gomaih

Pfam_domain, Zinc finger, CXXC-type 20GF=D0, mdygenase domain

PROSITE profiles Zinc finger CXXC-type
: Seguence vararts (dbSNP and all :-thersmlrcesﬁ -

Al seauence SNBseoe: URURIE L DU MUY W | T 11| T ST
Variant Legend

P inframe insertion

missense variant

I synonymous variant

Scale bar 0 200 A00 600 800 1000 1200 1400 1600 1800 2039

RN EEREAT GemPharmatech Co., Ltd. 400-9660890



Mouse phenotype description(MGI1 ) BRI R
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Click cells to view annotations.

Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Mice homozygous for a knock-out allele exhibit background sensitive lethality,
abnormal forebrain development, abnormal female reproductive organs and decreased litter size. Mice homozygous for a

different knock-out allele exhibit impaired adult neurogenesis, impaired spatial learning and impaired short-term memory

retention.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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