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Project Overview @

Project Name Fas
Project type Cas9-CKO
Strain background C57BL/6JGpt
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Conditional Knockout strategy FRERTER

This model will use CRISPR/Cas9 technology to edit the Fas gene. The schematic diagram is as follows:
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Technical routes
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> The Fas gene has 5 transcripts. According to the structure of Fas gene, exon2 of Fas-201
(ENSMUST00000025691.12) transcript is recommended as the knockout region.The region contains 154bp coding sequence.

Knock out the region will result in disruption of protein function.

> In this project we use CRISPR/Cas9 technology to modify Fas gene. The brief process is as follows:CRISPR/Cas9
system and Donor were microinjected into the fertilized eggs of C57BL/6JGpt mice.Fertilized eggs were transplanted to obtain
positive FO mice which were confirmed by PCR and sequencing. A stable F1 generation mouse model was obtained by mating

positive FO generation mice with C57BL/6JGpt mice.

> The flox mice will be knocked out after mating with mice expressing Cre recombinase, resulting in the loss of function of the

target gene 1n specific tissues and cell types.
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> According to the existing MGI data,Mutations in this locus affect immune function and homozygotes show
varying severity of lymphadenopathy, splenomegaly, lymphocytic infiltrations, elevated immunoglobulin levels,

autoantibodies, impaired clonal deletion of T cells, and lupus-like disease.

> The Fas gene is located on the Chr19. If the knockout mice are crossed with other mice strains to obtain double gene

positive homozygous mouse offspring, please avoid the two genes on the same chromosome.

> This Strategy is designed based on genetic information in existing databases.Due to the complexity of biological processes,
all risk of loxp insertion on gene transcription, RNA splicing and protein translation cannot be predicted at existing

technological level.
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Gene information (NCBI)
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Fas Fas (TNF receptor superfamily member 6) [Mus musculus (house mouse)]

Gene |ID: 14102, updated on 9-Apr-2019

+ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type
RefSeq status
Organism
Lineage

Also known as
Expression
Orthologs

Fas provided by MGI

Fas (TNF receptor superfamily member 6) provided byMG]

MGEMGLS5464

EnsemblENSMUSG00000024778

protein coding

VALIDATED

Mus musculus

Eukaryota; Metazoa; Chordata; Craniata; Verebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Myomorpha;
Murocidea; Muridae; Murinae; Mus; Mus

AM96731, APO1, APT1, CD95, TNFRG, Tnfrsfg, Ipr

Broad expression in liver E18 (RPKM 4.7), bladder adult (RPKM 3.9) and 19 other tissuesSee more
human all
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Transcript information (Ensembl) RIS
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The gene has 5 transcripts,all transcripts are shown below:

Name Transcript ID bp Protein Blotype CcCDs UniProt Flags
Fas-201 | ENSMUST00000025691.12 | 1481 327aa Protein coding CCDS29758 | P25446 | TSL1 GENCODE basic APPRIS P2
Fas-202 | ENSMUSTOO00001124723 | 532 G3aa Protein coding CCDS50420 | QBC350 TSL:1 GENCODE basic
Fas-203 | ENSMUSTO000002352321 | 1405 | 309aa Protein coding - - GENCODE basic APPRIS ALT2

Fas-204 | ENSMUSTOO000235709.1 | 1625 123aa Monsense mediated decay - -

Fas-205 | ENSMUSTOOD00236731.1 509 | No protein Processed transcript + .

The strategy is based on the design of Fas-201 transcript,The transcription is shown below

I 37.11 kh Forviard stramnd e

Fas-201 =
protein coding

SIHhEEAFLEDRSEBNABELAT GemPharmatech Co., Ltd. 400-8660890



[ ) [ ) [ ) [ ) [ ) [ el
y 5
enomic location distribution ZX)[R
GemPharmatech
E 57.11 kb Forvrard strand —
34.28Mb 34.30Mb 34.31Mb 34.32Mb 34.33Mb
Genes IFa_EUZ
| 8- =
(Comprehensive set... it it
— i
Fas-201 =
protein coding
[
Gm27818-201 =
misc BMNA
';:-Qﬂt_iﬂﬁ_ AC102285.7 >
Regulatory Build 5] N ] [ ]
rl'..
34.25Mb 34.30Mb 34.31Mb 34.32Mb 34,33Mb
—ml Reverse strand 57.11 kb |

Regulation Legend
B CTCF
Enhancer
Open Chromatin
Bl Fromoter
I Promoter Flank
| Transcription Factor Binding Site

e

Maotif Feature Legend
I Verified experimentally
e Mot verified

Gene Legend
Protein Coding
B Ensembl protein coding

Mon-Protein Coding
B RMA gene

SIHhEEAFLEDRSEBNABELAT GemPharmatech Co., Ltd. 400-8660890



Protein domain RXIE AR

GemPharmatech
EMSMUSPOOD0O0O025...
Transmembrane heli... — _
MobiDB lite ——
Low complexity (Seqg)
Conserved Domains - o
Cleavage site (Sian...
hmmpanther =5 i -
. . P ——
superfamily domains SSF57 586 Death-like domain supertamily
1 e R e e e e e e | T P —
SMART domains, THFRY MGFR cysteine-rich regicn Death domain
Print-ﬂ 'Ij‘q_n"l'ﬂ|r| m:}r___ —— |
Pfam_ domain 'IT'JFR.-! MGFR E','EtEir!-E'riEH regicn Death domain
PROSITE profiles TNFR/ NGFR. cysteine-rich region Death domain
E‘?-.ﬂﬁr-.-'-"..l:?.- ;"'1-'-.' l-'i:-_;:ﬁ_?'-.' S i | '-.'.-_'-';-'"“_'—."-'i:-.'" o 1=
All sequence SNPs/| Sequence vanants l_’u:IIIJE-P-lF' and all other sources] . ) |
e R Uy A R LR, |' | B ] B | 1 | 'I- :
Variant Legend
B stop gained
missense variant
0 synonymous variant
Scale bar 0 40 80 120 160 200 240 280 327

I EELEFEDRERNBEREAT GemPharmatech Co., Ltd. 400-8660890



Mouse phenotype description(MGI ) XI5
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Fh%q:nt}rpg Overview ﬂ

Phenotypes affected by the gene are marked in blue.Data quoted from MGI database(http.//www.informatics.jax.org/).

According to the existing MGI data,Mutations in this locus affect immune function and homozygotes show varying severity
of lymphadenopathy, splenomegaly, lymphocytic infiltrations, elevated immunoglobulin levels, autoantibodies,

impaired clonal deletion of T cells, and lupus-like disease.
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If you have any questions, you are welcome to inquire.
Tel: 400-9660890
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